MNPENCKYPAHT 00O "CKAH-A"

Kog M3P® (n.804H) HanmeHoBaHue ycnyru Cpok, LieHa
KaneHn. [poO3HUYHaA
OHU fa
B3sTue KpoBM U3 nepudpepmyeckoii BeHbl 350
3a6op kanunispHoii KpoBU (13 NanbLa) 300
MoslyueHne Ma3KoB CO CIM3NCTON 060/10UKMN 400
pOTO-IHOCOfﬂOTKVI
MonyyeHue matepuana gns 400
6a|(TepV|onoruqecxoro uccneposaHus
MonyyeHue ypeTpasibHOro oTAEe/NSeMOro 450
FTEMATOJIOr' MYECKUVE UCC/TIEAOBAHUA
A12.05.001 COD3 (BeHO3Has KpoBb) 1 345
B03.016.002.003 KnnHuuecknii aHanms Kposwu 6e3 nelikoumTapHoi hopmMy bl 1 460
(BEHO3HAs KPOBb)
B03.016.002.004 KnnHuuecknii aHanms KpoBw C nelikounTapHoii hopmysoi 1 580
(5DIFF) (BeHO3Has KpoBb)
A12.05.123 PeTukyiounTbl (BEHO3HAsA KPOBb) 1 490
B03.016.002.005 KnnHuuecknin aHanms kposw (5 DIFF) ¢ nogcyeTtom 1 1050
inelikouuTapHoii hopmynbl Bpadom K/, (BeHO3Has KpoBb)
B03.016.002.006 KnnHuuecknii aHanms Kposwu 6e3 nelikoumTapHoin hopmMy bl 1 605
(kanunnsapHas KpoBb)
B03.016.002.007 KnnHuuecknii aHanms KpoBw C nelikounTapHoii hopmynoii 1 660
(5DIFF) (kanunnspHas KpoBb)
A12.05.123.002 PeTukyoumTsl (KanuiaspHas KpoBb) 1 550
B03.016.002.008 KnuHuuecknii aHanms kposw (5 DIFF) ¢ noacyeTtom 1 1130
inelikoyutapHoli hopmynbl Bpadom K/, (kannnnspHas KpoBb)
A12.05.001.003 CO3 (kanunnspHas KpoBb 1 410

KOAIrynonorm4eCKME NCCIELOBAHUNA

A09.05.050 dn6pPUHOrEH 1 510
A12.05.028 TpPOMGUHOBOE Bpems 1 580
A12.05.039 AUTB 1 420
A09.05.047 AHTUTPOMOUH I 1 755
A12.06.030.005 Bon4aHouUHbI aHTUKOAryNnsHT 1 1505
A09.05.051.001 -ammep 1 1925
A09.05.125 MpotenH C 2 2740
A09.05.126 MpoTenH S cBo6OAHBI 1 3330
A09.05.048 Mna3muHorex 2 1040
A09.05.220 AHTUreH thaktopa BunnebpaHga 2 2375
A12.30.014.003 MpoTpoM6uH (Bpemsi, no Keuky, MHO) 1 560

BUOXUMNYECKUE NCC/IEAOBAHUA

B03.032.002.003 MpeHaTasbHbIA CKPUHUHT | TpUMecTpa 6epeMeHHOCTH 2 4 280
ASTRAIA (8 Hegenb - 13 Hegenb 6 gH.):

ACCOLMMPOBAaHHbI ¢ 6epeMeEHHOCTbI0 NpoTenH A (PAPP-A),
CBobogHas cybbegnHuua 6eta-Xry




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
AHUN ]
B03.032.002.004 Buoxmmmueckuii CKpUHUHT | TprMecTpa 6epemMeHHOCTY ANs 1 3770
nporpammbl ASTRAIA (6e3 pacueTa pUcKOB NaTosiorm
nnoga) (8 Hepenb - 13 Hepenb 6 AH.): ACCOLMMPOBaHHbIA C
6epemMeHHOCTbI0 NpoTenH A (PAPP-A), CeoboaHas
cybbeguHuua 6eta-Xry
A27.20.001.004 MpeHaTabHbIii CKPUHWHT | TPMMecTpa 6epemMeHHOCTH 2 4 480
ASTRAIA (8 Hegenb - 13 Hefilenb 6 H.) C pacyeTom pucka
3afePXKN pocTa Nnoga, pucka NpexaeBpeMeHHbIX PoLoB 1
A27.20.001.008 HEKW ckpuHmuHT | TPMecTpa GepeMeHHOCTM 2 6 385
IASTRAIA (8 Hegenb - 13 Heflenb 6 fiH.) C pacyeTom pucka
3a[1epXK1 pocTa noga, pycka npexaeBpeMeHHbIX PoOoB U
npeaknamncuu (c yuétom PLGF)
B03.032.002.002 MpeHaTasibHbIA CKPUHUHT | TpUMecTpa 6epeMeHHOCTH 1 2380
PRISCA (10-13 Hepenb; 3aknoveHne spaya K14 no
nccnefoBaTesIbCkOMy OTHETY): acCOLMUPOBAHHBIN C
6epemMeHHOCTbIO NpoTenH A (PAPP-A), ceoboaHas
cybbeguHuua 6eta-Xry
B03.032.002.001 MpeHaTasibHbIA CKPUHUHT Il TpUMecTpa 6epeMeHHOCTU 1 2655
PRISCA (15-19 Hepenb; 3akntoveHne spaya K/14 no
nccnefoBate/lbCkoMy 0T4HeTy): anbha-thetonpotenH (APM),
061K 6eTa-XIY, acTpron cBOGOAHbI
A09.19.001 ViccnegoBaHme Kana Ha CKpbITYH KPOBb 1 495
A09.19.012 CogepxaHuve yrnesoaos B kane (B T.4. NaKTo3a) 1 985
A09.19.010 MaHkpeaTnyeckas anacTtasa 1 B kase 5 3395
A09.19.013 KanbnpoTekTuH (B kase) 5 4 000
A26.05.016.003 30HYNMH heKanbHbIi 11 9770
A26.05.016.004 D03nHOhUbHBIV HelipoTokcuH (EDN) B kane 11 3755
B03.019.012.001 Anbga-1-aHTUTPUNCUH B Kaule 10 1980
A26.05.016.002 >KenyHble KMCOoThI B Kasle 11 3905
A26.05.016.007 AKTMBHOCTb XMMOTPUMNCKHA B Kasie 11 2 285
A09.19.001.003 VccnepoBaHue Kana Ha reMorfiobuH un 1 1 400
reMor/106uH/ranTorn106vHOBbLIN komneke, ColonView
(MMMYHOXVMUWYECKMNIA TECT Ha CKPbITYHO KPOBb)
B03.016.010.001 Broxummyeckoe nccnegoBaHne MeTaboIM4ecKon akTUBHOCTH 9 2830
KueyHol mukpodpnopsl, FX
A09.19.014 Onyxonesas nnpyBaTkMHasza Tu M2 (B kasie) 8 2 670
A09.19.001.001.001 ViccnepgoBaHue kasia Ha TpaHCEPPVH U TeMOr/106MH 1 1130
B03.016.023.008 FOpMOHbI B ctoHe, 14 nokasateneli (TectocTepoH, A 9A, 10 10 070
AHOpPOCTEHAMOH, KopTn3on, KopTu3oH, 11-4e30KCMKOPTU301,
KopTuKoCTEPOH, ANbOCTEPOH, SCTPaAMos, SCTPOH,
Sctpuon, MporectepoH, 17-OH-nporectepoH, MNperHeHoNoH)
A09.07.007.002 RoOpM30/TtBO6GOAHbIN B ChtoHe, BOXKX-MC 5 1375
B03.016.023.007 AnarHocTrka ctpecca (CooTHowweHne A9A n kopTusona), 5 5805
cntoHa (4 nopuuu), BOXKX-MC
A09.07.010 JernapoanvaHapoctepoH (A 3A) cBOO6OAHbIN B C/OHE, 5 2370
B3XXX-MC
A09.07.009 TecTOCTEPOH CBOOOAHLIN B CtoHe, BAXKX-MC 5 2370
A09.07.008.004 [perHeHoN0H cB060AHbIN B ctoHe, BOXXKX-MC 7 7515
A09.05.124.001 MenartoHuH B Kposu, BOXXKX-MC 6 3500
A09.07.007.004 MenatoHuH cB060AHbIN B ctoHe, BOXKX-MC 6 2925
A09.07.008.001 [MporecTepoH cBO60AHbIN B cntoHe, BAXXX-MC 10 2 370
A09.07.009.001 AHOPOCTEHANOH CBOGOAHBIN B ctoHe, BOXKX-MC 10 2370
A09.07.011 ScTpagron csoboAHbIN B crtoHe, BOXXX-MC 10 2370




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
AHUN ]
B03.016.023.002 CTtepougHblii npodnnb (8 nokasarteneii) B C/loHe 5 7 395
(TecTtocTepoH, [ernapoanuaHapocTepoH, AHAPOCTEHANOH,
KopTtuson, KopTnsoH, Sctpaanon, MNporectepoH, 17-OH-
nporectepoH), BaXXX-MC
A09.28.034.001.001 O6Lme MeTaHE(PUHbLI 1 HOPMETaHE(PUHbLI B CYTOUHO 5 4160
Moue, BOXXX-MC
A09.05.067 ALPEHOKOPTUKOTPOMHbI/ ropMoH (AKTT) 1 1315
A09.05.133.003 KarexonamuHbl KpoBu (afpeHanvii, HopagpeHanuH, 5 3460
nohaMuH) 1 cepoToHMH, BOXX-MC
A09.28.034.001.002 KatexonamuHbl KpoBUM (agpeHanviH, HopagpeHasuH, 5 6 135
[ohamMunH), CEPOTOHMH 1 X MeTaboNNTbI
(BaHMNUIMMHAAIbHAS KUC/I0TA, FTOMOBaHWUIMHOBAsS KUCOTA,
5-rMapPOKCUNHAONYKCYCHAs KMCNO0TA) B CYyTOYHOW Moye,
A09.05.066 CoMaTOYpoYiFbIii ropmoH (CTT, FopMoH pocTa) 1 1060
A09.05.124 CepoToHuH, BOXXX-MC 5 3145
A09.05.143.003 CB060AHble MeTaHedpPUHbI 1 HOpMeTaHedPUHbI B KPOBH, 5 2875
B3XX-MC
A09.28.034.003 CB060AHbIe MeTaHePUHbI U HopMeTaHedPUHbI B CyTOYHOW 5 3430
Moue, BOXXX-MC
A09.28.023.001 ScTporeHbl U ux metabonutbl (10 nokasareneii) B CyTOYHON 5 9575
Moue, MX/BXKX-MC
A09.28.035 KopTr3on cyTo4Hoi moun 1 1345
A09.28.048.001 OnnaHgpoCTEPOH B CYyTOYHOI Moue, MX-MC 6 1220
A09.28.034.004 KaTexonamuHbl (agpeHanivH, HopagpeHanvH, godamiH) B 5 3215
CYTO4HOI Moue, BOXX-MC
A09.28.034.007 KaTexonamuHbl (agpeHasiuH, HopagpeHasivH, 4oamuH) 1 nx 5 6 420
MeTaboNnTbl (BaHWIMMUHAAIbHAS KUCNOTA,
roMOBaHW/INHOBAs KMC0Ta, 5-TAPOKCUNHAOMYKCYCHAs
KMCNOTa) B CYTOUHOW Moue, MX/BIXKX-MC
A09.28.034.005 MeTabonnTbl KaTexoNnaMmMHOB (BaHUIUIMUHAAIbHASA 5 4 315
KMcnoTa, roMOBaHUIMHOBAsA K1CoTa, 5-
rMAPOKCUNHAONYKCYCHAsA KMCN0Ta) B CyTOYHOM Moye, MX-MC
B03.016.022.001.001 17-keTocTeponapl (aHAPOCTEPOH, aHAPOCTEHANOH, AMJA, 5 3830
9TUOXO/TAHO/OH, ANNaHAPOCTEPOH, TECTOCTEPOH,
3NUTECTOCTEPOH, MPErHaHTPUO, COOTHOLLEHNE
aHApPOCTEPOH/3TMOX0AHOSIOH, COOTHOLLEHNE
TECTOCTEPOH/3NUTECTOCTEPOH) B CYTOUHOI Moue, MX-MC
A09.28.023.002 MeTabonTbl 3CTPOreHOB U UX COOTHOLLEHNE B Pa30BOli 5 8 960
nopummn moum, BaXXX-MC
|A09.05.135 |KOpTI/I30/'I 1 825
A09.05.069 ANb[0CTEPOH 4 1315
A09.05.121 PeHuH 4 1535
A09.05.069.001 AnbAOCTEPOH-PEHNHOBOE COOTHOLLEHNE (BKOYAET: 4 2590
a/IbJOCTEPOH, NPAMOE onpejeneHne peHrHa, COOTHOLEHME)
A09.05.007 Keneso 1 415
A12.05.011.001 /laTeHTHas Xene30ocBa3blBakoLLas CNOCOGHOCTbL CbIBOPOTKM 1 475
(JDKCC)
A09.05.008 TpaHcceppuH 1 820
A09.05.076 PeppuTnH 1 915
A09.05.007.002 lencuanH-25 11 83810
A09.05.008.001 PacTtsopumblii peuenTop TpaHcdeppuHa (STRF) 10 2 360
A12.05.011.002 O6LLas xene30cBa3blBaoLLas Cnoco6HOCTb CbIBOPOTKU 1 490
(OXKCC) (BkntoyaeT onpegeneHne xenesa, JNXXCC)
A12.05.019.001 KoahhpnupmeHT HacbIweHns TpaHcdeppuHa xene3om 1 990
(BKk/TIOYaET onpeseneHve xenesa n JNKCC)
A09.05.082 SpUTPONO3TUH 1 2 045
B03.004.001.005 lactpolaHens co cTumynsumeii (FactpyH-17 6a30Bblid, 8 7 310
[acTpyH-17 cTUMYNMPOBaHHBIiA, MencuHoreH |, MencuHoreH I,
AHTUTENA K XenmkobakTepy, 1gG)
A09.05.056 MHcynuH 1 1005
A09.05.205 C-nentung 1 970
A09.05.056.003 MponHCcyNnH 8 2 655




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
AHUN ]
A09.05.056.004 MHcynuH nocne Harpysku (1 vac cnycTs) 1 1005
A09.05.056.002 VIHCyNnuH nocne Harpyskm (2 yaca cnycTs) 1 1005
A09.05.205.003 C-nentung nocne Harpysku (1 yac cnycrs) 1 970
A09.05.205.002 C-nentung nocne Harpysku (2 yaca cnycrs) 1 970
A09.05.057 racTpuH 1 1 305
A09.16.003.001 ICOOTHOLLEHVE KOHLIEHTpaLmiA nencuHorexa | n nencrHoreHa 1 2 665
B03.004.001.001 ftacTpoMaHens (FacTpuH-17 6a308blit, MencuHoreH |, 8 6 315
MencwuHoreH |, AHTUTeNa k xenukobakTepy, IgG)
A09.05.065 TypeoTponHsbIii ropmoH (TTI) 1 690
A09.05.063 TYpoKCWH cBO60AHbIN (T4 cBO60AHLIN) 1 730
A09.05.061 TpUiA0ATUPOHNMH CBOGOAHBI (T3 CBOGOAHbIIA) 1 760
A09.05.064 TVpOKCWH 06LWKiA (T4 06Lmit) 1 765
A09.05.060 TpuiioATMPOHMH 06LWKMii (T3 06LLMiA) 1 765
A12.06.017 AHTUTENA K TUpeornobynHy (AHTK-TI) 1 925
A12.06.045 AHTUTENA K MUKPOCOMasIbHOW TUpeonepokcuaase (AHTU- 1 900
A09.05.117 TlhsEorno6ynuH 1 1235
A09.05.097 TUPOKCWH CBA3bIBAIOLLAA CNOCOBHOCTL CbiBOPOTKM (T-uptake) 5 1035
B03.058.001.007 TpUiAOATUPOHMH peBepCUBHBINA (rT3) BAXKX-MC 7 8 300
B03.058.001.008 TpuitogTPoHUH (T3) 06LWMIA, peBepCcUBHbIA (rT3), MHAEKC 10 8 690
T3/rT3, BO)XXX-MC
A12.06.046 AHTUTENA K peLentopam TupeoTponHoro ropmoHa (AT pTTI) 3 2 245
A09.28.018.001 OnpegeneHne XMMUYeckoro coctaBa MO4YeBOro KOHKpeMeHTa 8 5750
(MK-cnekTpomeTpus)
A09.28.027.001 Anbgha-ammnasa (guacrasa) B pa3oBoli MopLymM MoUn 1 480
A09.28.011.001 ['noko3a B pa3oBoii Mopuyn Moun 1 375
A09.28.003.004 BeTa-2-MuKporno6yMH B pa3oBoii NopuuyM Moyu 2 1 805
A09.28.064 e3okcunupuanHonuH (DPD) B pa3oBoii nopummn Moumn 4 2470
A09.28.003.001.001 AnbOYMUH-KpeaTVHMHOBOE COOTHOLLEHME B pa30BOi nopuum 1 1015
MOUY (MUKPO&IbOYMUHYPUIS)
B03.053.001.003 NInToc-TecT (OueHka cTeneHn kKamHeobpasoBaHus, [NokKo3a, 7 3730
Benok, pH)
B03.053.001.002 /INTOC KOMNJIEKCHbIN (BKHOYAs OLEHKY CTeneHn 10 4 335
KaMHeobpa3oBaHus)
B03.016.018.001.003 OpraHuyeckue kucnoTol (60 nokasareneid) B pa3oBoii nopuum 7 14 685
moun, MNX-MC
B03.016.025.002 AMUHOKMCNOTHI (28 nokasartesell) B pa3oBoil NOpumMmM Moyu 6 6 770
B03.016.018.002 OpraHunyeckne kucnoTtbl (40 nokasartesnei) - CKPUHWHT 7 10 285
HacnefCcTBeHHbIX 60ne3Helt 06MeHa y HOBOPOXAEHHbIX 1
neteii 0o 3 neT B pa3oBoi nopuun moum, MX-MC
B03.025.001.002 Kanbunit-kpeaTMHMHOBOE COOTHOLLEHWE B pa3oBOl NopLmmn 1 440
A09.28.054.001 @ABUMdMIecKnin aHTUreH paka moyesoro nysbips (UBC) B 12 2530
pa3oBoii NOpLMKN Moun
A09.28.018.002 OkcanaTbl CyTOYHOW MOoYK 8 1740
A09.28.006 KpeaTuHWH CyTOYHOW MouM 1 405
A12.28.002.001 Mpoba Pebepra 1 480
A09.28.014.001 HaTpuii, kKanuid, xnop cytoyHoi moumn (Na/K/Cl) 1 440
A09.28.011.002 "10KO03a CYTOYHON MoYmn 1 405
A09.28.003.002.001 O6LLMIA 6ENOK CYTOYHOM MOYK 1 450
A09.28.003.001.004 MuKpoasibbyMWH CyTOYHOM MOYK 1 660
A09.28.009.001 MoueBnHa CYyTOYHON Moumn 1 405
A09.28.010 MoueBas K1coTa CyTOHHON MOYK 1 440
A09.28.012.001 Kanbumii 06LMiA CYTOYHO MOYK 1 440
A09.28.026 docchop HeopraHMYecknii CyTOHHON Moumn 1 465
A09.28.060.002 MarHuii cyTo4HOi Moun 1 410
B03.053.001.004 JInTOreHHble cybcTaHuumy MoYn, 8 aHa/IMTOB - OLEHKA pUCKa 10 3205
KaMHeobpa3oBaHus (CyToYHas MoYa)
A09.21.008.001 Broxummyeckoe nccnegoBaHune askynata (LMtpaTt, dhpyKTosa, 4 2530
LLMHK)
A09.05.027.002 MHaekc aucnunugemun AnoB/AnoAl (Bknovaet 1 1775

onpegenexHne AnonunonpoTtenHa B n AnonvnonpoTtenHa Al)




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
AHUN ]
A09.05.025 Tpurnvuepuasl 1 420
A09.05.026 XonectepuH 06Lwmii 1 420
A09.05.004 XonectepyH MMNonpoTengoB BbICOKOW maoTHocTu (JIMBI, 1 465
A09.05.028 WBYigdcTepuH nMnonpoTenaos HU3KOM nnoTHocTu (JIMHIM, LDL) 1 420
A09.05.250 AnonunonporenH Al 1 835
A09.05.251 AnosimnonpoTenH B 1 855
A09.05.027.001 /lnnonpoTeuH (a) 1 1270
A09.05.129 DKenuHble KUCnoThbI 5 3200
A09.05.028.001 XonecTtepuH NMNonpoTenaoB O4YeHb HU3KOM NI0THOCTU 1 750
(INOHIMN), (BkNtoyaeT onpeneneHne TpUrnuLepuaos)
B03.016.005.003 KoathdpuupmeHT ateporeHHoCTY (BK/IKOYaET onpeaeneHne 1 870
o6bLero xonectepuHa v JINBIT)
B03.016.005.004 XonectepuH He-JTNBIM (non-HDL, BKNoYaeT onpegeneHne 1 870
obLero xonectepuHa un JINBIT)
A09.05.058 MapatropmoH 1 1230
A09.05.119 KanbuymToHuH 1 1670
A09.05.224 OcTeoKasIbLUVH 1 1 365
A09.05.297 C-KOHUeBble Tenonentuasl konnareHa | Tvna (Beta-Cross 5 1730
A09.05.296 Mapkep hopmupoBaHns kKocTHOro Matpukca PANP (N- 5 2515
TePMUHaIbHBINA NponenTug npokonnareHa 1 tuna)
A12.05.012.002.001 DnekTpodhopes remMorIobuHa Ans ANarHoCTUKM 10 4735
remorsiobuHonarui
A09.05.011 AnbOYMUH 1 480
A09.05.010 O6LWMin 6enok 1 420
A09.05.020 KpeatnHuH 1 420
A09.05.017 MoueBunHa 1 415
A09.05.018 MoueBas kucnorta 1 420
A09.05.014.003 BenkoBble hpakuuy (BKIHOYaET onpegeneHme o6Lero 6esnka 1 755
1 anbbyMuHa)
B03.025.001.001 CKopOCTb kny6o4koBoii domnbTpauun (CKD-EPI - 1 450
B3pocnble/chopmyna LLsapua - geTn; BkIovaeT
onpefeneHve KpeaTuHUHa)
A09.05.214 FomoumcTeunH 1 2 300
A09.30.002.001 Anbgha-dpetonpoTtenH (API) 2 765
A09.05.195 PakoB0-3M6pHoHabHbIN aHTureH (P3A) 1 1215
A09.05.201 AHTUreH CA 19-9 1 1215
A09.05.202 AHTUreH CA 125 1 1200
A09.05.231 AHTureH CA 15-3 1 1215
A09.05.245 BeTa-2-MukpornobynnH 1 1730
A09.05.200 AHTUreH CA 72-4 1 1760
A09.05.298 AHTUIEH N1I0CKOKNETOYHON kapumHombl (SCCA) 1 3035
A09.05.246 HeipoH-cneuudmyeckas eHonasa (NSE) 5 2 325
A09.05.247 dparmeHT uutokepatuHa 19 (Cyfra 21-1) 4 1815
A09.05.219 Benok S-100 3 3510
A09.05.232 AHTUreH CA 242 4 1280
A09.05.300 Onyxonesblii Mapkep HE 4 1 1700
A09.05.227 XpomorpaHuH A CgA 8 4810
A09.05.130 MpocTaTocneumnduyecknin antured (NMCA) o6 1 895
B03.027.007.009 MCA (MyLMHOMOAO6HLIA paKo-acCoLMMPOBAHHbIV aHTUTEH) 15 2 615
B03.027.008.002 MporacTpuH-BbIcBOGOXdaWMiA nentug (Pro-GRP) 9 4 800
A09.05.130.005 ViHgekc 300poBbsi npocTaTs! (PHI) 5 5 890
A09.05.202.001 MporHocTuyeckast BEPOATHOCTL (3HadeHne ROMA, 1 2495
noctMmeHonaysa) (Bk4vaeT onpegeneHne aHtureHa CA 125
1 onyxonesoro Mmapkepa HE 4)
A09.05.202.002 MporHocTuyeckast BEPOATHOCTL (3HadeHne ROMA, 1 2495
npemeHonaysa) (Bk/oyaeT onpegeneHue adtureHa CA 125 n
onyxoneBoro mapkepa HE 4)
A09.05.130.004 MpoueHT cBob6oaHoro MCA (obwuii MCA, cBo6oaHbIii NMCA n 1 1610
COOTHOLLEHNE)
A09.05.021 Bunnpy6uH o6Lmii 1 420
A09.05.022.001 Bunnpy6buH npsimoti 1 420
A09.05.022 Bunvpy6uH HenpsiMoii (BktouaeT onpeaesnieHne o6Lero u 1 750
npsIMOro 6unMpyoGrHa)
A09.05.132 $oNIMKyN0CTUMYIMPYIOLLMI TOPMOH (PCT) 1 790
A09.05.131 TloTenMHU3MpYOLLMIA ropMoH (/1) 1 790
A09.05.087 MponaktnH 1 790
A09.05.154 Sctpagvon (E2) 1 790
A09.05.153 MporecTepoH 1 800




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a
A09.05.139 "'mapokeunporectepoH (17-OH-nporecTtepoH) 3 1040
A09.05.146 AHAPOCTEHANOH 1 1910
A09.05.149 ernapoanmaHapocTepoH cynbdar (A 3A-cynbdar) 1 765
A09.05.078 TecToCTepOH 06Kt 1 765
A09.05.160 No6ynuH, cBA3bIBaKOLWMIA NonoBble ropmoHbl (FCMAI, SHBG) 1 835
A09.05.203 WNHrnéuH B 8 1860
A09.05.225 AHTUMION/1EPOB FTOPMOH (AMIT, AMH, MiS) 1 1905
A09.05.147 AHOPOCTEHANO/ NHOKYPOHUA, 8 2075
A09.05.154.001 OCTporeHbl B KPOBU (3CTPaAMOI, 3CTPOH 1 3cTpron), BOXKX- 5 2990
A09.05.078.003 IM§&TocTepoH o6Lmii B Kposu, BXKX-MC 5 2270
A09.05.210.001 MakponponakTuH (Bk/roYaeT onpegeneHve nposakTnHa u 2 1745
6V10/T0TMYECKN aKTVBHOTO NPOIaKTVHA)
A09.05.150 MIMAPOTECTOCTEPOH 4 2 065
A09.05.078.001.002 TecTocTepoH cBOOOAHSIN (BKOYAET onpeaeneHne 1 1665
TecTocTepoHa o6Lero n ceoboaHoro, FCMNI (SHBG), pacueT
NHAEeKca CBOO6OAHbIX aHAPOreHoB)
B03.001.002.003 Mapkepbl pucka npeaknamncum: sFit-1, PIGF, cooTHoLwweHne 4 7915
sFlt-1/PIGF (ogHonnoaHas 6epeMeHHOCTb)
B03.001.002.002 Mapkepbl pucka npeaknamncuu: sFit-1, PIGF, cooTHoLwweHne 4 7915
sFIt-1/PIGF (mHoronnogHas 6epeMeHHOCTb)
A09.05.161 ACCOLMMPOBAaHHBIN ¢ 6epeMeHHOCTbI0 NnpoTerH A (PAPP-A) 1 1385
A09.05.157 OcTpron cBo6OAHBIN 1 925
A09.05.090 CB060aHasA cybbeanHmua 6eta-Xry (npeHaTasbHbIi 1 1655
A09.05.249 CmMTAPHBI nakToreH 4 1325
A09.05.090.001 O6Wwmin 6eTa-XIMY (amarHoctuka 6epeMeHHOCTH, OHKOMapKep) 1 735
A12.05.110.001 TpodhobnacTuueckuii 6eta-1-rnmkonporenH (TEIN) 4 755
B03.001.002.001 MnaueHTapHbIii dpakTop pocTa (PLGF) 1 4920
B03.016.004.007 Broxummnyeckoe nccnegosanune gnsi CteatoCKpuH (BKIoHaeT 3 9 050
rpachnyeckunin daiin)
B03.016.004.006 Broxummnyeckoe nccnenoBaHne gns dGnopoTecT (BkAYaeT 3 19 230
rpachnyeckuin dparin)
B03.016.004.005 Broxummnyeckoe nccnegosanne ans HILW-dnbpoTecT 3 21 155
(BKnoYaeT rpadmyeckuii darin)
A09.07.007.003 Broxmmmyeckoe vnccnefoBaHne CtoHbl (MMKPOGUOLIEHO3 9 2675
nonoctu pra), N'X
A09.05.204 ViHcynuHonogo6Hblii chakTop pocTa, PP | (ComatomeanH C) 1 1890
A09.05.159 NlenTuH 8 1525
A09.05.085 mctamud, BOXXKX-MC 6 3455
B03.016.005.002 CTtepounaHblli npodnnb kposu (17-OMT, 21-Ae30KCUKOPTHN30/1, 5 10 390
aHApocTeHANOH, AF9A, Ae30KCUKOPTUKOCTEPOH, KOPTU30/1,
KOPTU30H, KOPTUKOCTEPOH, NPOrecTePoH, TECTOCTEPOH, 11-
ne30KkcnkopTnson, 17-OH-nperHeHonoH), BaXXX-MC
A09.19.013.001 KanbnpotektuH (S100 A8/A9) B Kposmu 9 3760
A09.05.006 Mworno6uH 1 1295
A09.05.009 C-peakT1BHbIN 610K 1 730
A09.05.079 ranTorno6uvH 1 1015
A09.05.073 Anba-1-aHTUTPUNCUH B KPOBK 1 1815
A09.05.109 Kuncnblii anbgpa-1-rnmkonpotenH (0po3omMyKona) 5 1 040
A09.05.077 LiepynonnasmvH 1 945
A12.06.019 PesmatongHsbli chaktop (PD) 1 735
A12.06.015 AHTUCTpenTonunsunH-O (AC/10) 1 735
A09.05.256.001 HaTtpuitypeTtnyeckuii nentug B (BNP) 1 4615
A09.05.193.002 TPONOHWH | yNbTpayyBCTBUTEbHbIN 1 1 300
A09.05.241 Anba-2-Makporno6yanH 3 890
A09.05.230 Linctatnu C 6 1000
A09.05.296.001 OnpegenexHne xpswesoro onMromepHoro 6enka (COMP) 10 3230
A09.05.209 MpoKanbLUUTOHNH 1 2935
A09.05.256 N-KOHLIeBOI hparMeHT HaTpuitypeTuueckoro nponentuga B- 1 4755
Tuna (NT-proBNP)
A09.05.009.002 C-peakTuBHbIi 6e10K ybTpaqyBCTBUTE TbHbIN 1 735
A09.05.023 'noko3a 1 365
A09.05.102 PpyKTO3aMUH 1 985
A09.05.207 MonoyHas kucnota (nakrart) 1 1030
A09.05.083 [ IMKMPOBaHHbIN remor/iobuH Alc 1 925
A09.05.023.003 'noko3a nocne Harpysku (1 yac cnycts) 1 365
A09.05.023.004 "noK03a nocne Harpysku (2 yaca cnycrs) 1 365
A09.05.042 AnaHvHamunHoTpaHcdepasa (A1T) 1 385
A09.05.041 /AcnaptatamuHoTpaHcdepasa (ACT) 1 385
A09.05.046 LLlenoyHasa dpocharasza 1 415




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
Ka/leHA,. |pO3HU4YHa
AHN A
A09.05.175 Kucnas docparasa 1 480
A09.05.044 Famma-rnytamuntpadcdepasa (IMT) 1 415
A09.05.039 NaktaTgerngporeHasa (J140) 1 420
A09.05.039.001 NaktaTgerngporeHasa (J1Ar) 1, 2 dopakumu 1 505
A09.05.174 XonnHacTepasa 1 505
A09.05.045.001 Anbha-ammnasa 1 520
A09.05.173 /unasa 1 635
A09.05.043 KpeatuHkunHasa (KPK) 1 580
A09.05.177 KpeatuHkmHaza-MB 1 760
A09.05.180 AMunasa naHkpeaTnyeckas 1 580
A09.05.032 Kanbuuii 06wumit 1 410
A09.05.206 KanbLuit MOHN3NPOBaHHBLIi 1 660
A09.05.127 MarHuit 1 465
A09.05.033 docdop HeopraHmueckuii 1 420
A09.05.274 LInHK 1 510
A09.05.273 Megb 1 530
A09.05.030.001 Hatpwii, kanuii, xnop (Na/K/Cl) 1 555
1

A09.05.032.003 KanbLuii, CKOPPEKTUPOBAHHbIV N0 aflbbyMUH 800
MOJIEKYNAPHO-BMOTOI MYECKUE NCC/TIELOBAHNA

A26.08.022.001.001 AHK ageHnosupyca (tunel 3, 2, 5, 4, 7, 12, 16, 40, 41, 48), 3 1 360
KPOBb, Kau.

A26.08.022.002 HK apeHosupyca (tunbl 3, 2, 5,4, 7, 12, 16, 40, 41, 48) 5 1 360

A26.30.032.005 BblIsiBNIeHWE reHOB Pe3UCTEHTHOCTHU K FIMKOMeNTUAHbIM 1 10 2685
6eTa-nakTaMHbIM aHTMOMOTVKaM y 6akTepuii (bakPesncta

A26.05.016.016 MHoanop (KonMyecTBEHHOE onpefeneHne cocTasa 8 5620
MUKPOBMOTbI TOICTOrO KMLLeYHnKa metogom MLP)

B03.016.010.002 SHTepodnop (MccnefoBaHne coctaBa MUKPOOMOTbI TONICTOMO 8 6 645
KuweyHuka y geTeid go 14 net metogom MMLIP)

A26.21.036.003 AHAPOI0P CKPUH 5 2540

A26.21.036.004 AHZapodpiop 5 3395

A26.05.042.001 [AHK Bupyca Bapuyenna-3octep (Varicella-Zoster virus), 3 640
KpOBb, Kau.

A26.06.056.003 HK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 3 550

A26.05.033.001 AHK Bupyca repneca VI tuna (Human Herpes virus VI), 3 545
KPOBb, Kau.

A26.05.033.002 AHK Bupyca repneca VI tuna (Human Herpes virus VI), 3 570
KPOBb, KOMNY.

A26.05.033.001.002 HK Bupyca repneca VI Tuna (Human Herpes virus VI) 1 565

A26.05.033.002.001 AHK Bupyca repneca VI Tuna (Human Herpes virus VI), 1 630
KOSIMYECTBEHHO

A26.05.024.003 [HK Bupyca repneca VII Tuna (Human Herpes virus VII), 7 680
KpPOBb, Kau.

A26.05.024.002 HK Bupyca repneca VIl Tuna (Human Herpes virus VII) 7 600

|A26.05.024.001.001 |OHK Bupyca repneca 8 Tvna (Human Herpes virus VII1) kpoBs | 10 | 550

|[A26.07.010.003 [PHK Bupyca kpacHyxu (Rubella virus), KpoBb, Kau. | 5 | 1255

A26.05.035.001 IHK Bupyca npoctoro repneca |, Il Tuna (Herpes simplex 3 645
virus |, 1), KpOBb, kau.

A26.05.035.001.007 HK Bupyca npoctoro repneca | Tuna (Herpes simplex virus I) 1 520

A26.05.035.001.006 HK Bupyca npoctoro repneca Il Tuna (Herpes simplex virus 1 535

A26.05.035.003 IMHK Bupyca npocToro repneca | u Il Tunos (Herpes simplex 1 555
virus | n Il)

A26.05.035.002.004 HK Bupyca npoctoro repneca | Tvna (Herpes simplex virus 1 555
1), KOIMYECTBEHHO

A26.05.035.002.005 AHK Bupyca npoctoro repneca Il Tuna (Herpes simplex virus 1 555
1), KONIMYyecTBEHHO

A26.05.011.001 HK Bupyca OnwteiiHa-bapp (Epstein-Barr virus), KpoBb, Kau. 3 710

A26.05.011.002 HK Bupyca OnwteiiHa-bapp (Epstein-Barr virus), KpoBb, 3 710

A26.08.059.001.001 Brypyca AnwteliHa-bapp (Epstein-Barr virus) 1 530

A26.08.059.002.001 IHK Bupyca nwreliHa-bapp (Epstein-Barr virus), 1 635
KOMIMYECTBEHHO

A26.05.021.001.001 PHK BW/Y | Tuna, KpoBb, Kau. 3 3790

A26.05.021.005 PHK BW/Y | Trna, KpoBb, KONY. 3 10 985

A26.05.020.006 OpHoBpemeHHoe onpegeneHne HK Bupyca renatuta B, PHK 5 4 650
Bupyca renatuta C, PHK BWY | Tuna, KpoBb, kau.




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a
A26.05.053.003 MLIP-anarHocTvKa KneweBsoro aHuedaamTa, KpoBb, Kau. 4 1 090
A26.05.053.002 MLP-apnarHocTrka KneLeBbIx MHAEKUMIA BO3GyanTenei 4 2470
6oppenvosa (Borrelia burgdorferi), MmoHoumTapHoro
apnmxuno3sa (Ehrlichia chaffeensis) n aHannasmosa
(Anaplasma phagocytophilum), kpoBb, kau.
A26.20.030.002 HK rapgHepennbl (Gardnerella vaginalis) 1 540
A26.20.030.003 HK rapgHepennbl (Gardnerella vaginalis), KonnyecTBeHHO 1 585
A26.19.010.003 enbMoCkpuH (BbisiBfieHne [IHK reNbMUHTOB B Kasle METOOM 8 2 865
MLP: Ascaris lumbricoides, Enterobius vermicularis,
Opisthorchis felineus, Taenia solium, Diphyllobothrium latum)
A26.19.010.002 MpoToCkpwH (BbIABNEHVe JHK npocTeilunx B kasie MeTofom 8 3055
MLUP: Lamblia (Giardia) intestinalis, Blastocystis hominis,
Dientamoeba fragilis, Isospora belli, Cryptosporidium parvum,
Entamoeba histolytica)
A26.05.023.001 PHK Bupyca renatuta D, KpoBb, Kau. 5 1100
A26.05.023.002 PHK Bupyca renatuta D, KpoBb, KOMINY. 5 1150
|A26.05.026.001.001 |PHK Bupyca renatuta G, KpoBb, Kau. 7 1140
|A26.05.030.001.001 [PHK Bupyca renatuta A, KpoBb, Kau. 5 1115
A26.05.020.001 HK Bupyca renatuta B, KpoBb, Kau. 3 850
A26.05.020.002 HK Bupyca renatuta B, KpoBb, KO/IWY. 3 5575
A26.05.020.005 HK BI'B, reHoTtun (A,B,C,D) KpoBb, Kau. 7 3200
A26.05.019.001 PHK Bupyca renatuta C, KpoBb, Kau. 3 1120
A26.05.019.002 PHK Bupyca renatuta C, KpoBb, KOMINY. 5 4100
A26.05.019.005 PHK BI'C, reHotun (1a,1b,2,3a,4,5a,6) KpoBb, KO/INY. 7 5115
A26.05.019.003.004 PHK BI'C, reHotun (1,2,3), KpOBb, Kau. 5 1920
A26.05.019.004 PHK BI'C, reHotun (1a,1b,2,3a,4,5a,6),KpoBb,kau. 7 2 675
A26.21.008.001.037 HK nannnnomasupycos (BMY) 16/18 Tunos, TMnMposaHue 1 735
A26.21.008.001.036 AHK nannnnomasmpycos (BMY) BbICOKOro KaHLEeporeHHoro 1 2140
pucka 14 tunos (KBM, Tunel 16, 18, 31, 33, 35, 39, 45, 51, 52,
56, 58, 59, 66, 68), TMNMpoOBaHue, Kon.
A26.21.008.001.002 HK nanunnnomaswupyca (BMY) 16 Tuna 1 535
A26.21.008.001.003 HK nannnnomaswupyca (BMY) 18 Tuna 1 535
A26.21.008.001.007 AHK nannnnomasmpycos (BMY) BbICOKOro KaHLeporeHHoro 1 1455
pucka (16-68 TMNoB:
16,18,31,33,35,39,45,51,52,56,58,59,66,68) cymmapHo
A26.21.008.001.005 HK nanunnomasupycos (BMY) 31/33 TmMnos, TMnMposaHue 1 445
A26.21.008.002 HK nanunnnomasupycos (BMY) 6/11 TMnos, TMNnnupoBaHue 1 770
A26.21.008.001.001 HK nanunnomasupycos (BMN4) 6/11 TMnos, TMNpoBaHue, 1 1025
A26.21.008.001.006 nanunsnomasupycos (BMY) 31/33 Tunos, TunuposaHue, 1 610
A26.21.008.001.008 MK nanmnnomasumpycos (BMY) BbICOKOro KaHLEeporeHHoro 1 1525
pucka 12 tunos (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59
TMNOB), TUMNPOBaHNE
A26.21.008.001.010 AHK nanunnomasupycos (BIMY) 14 tunos (KBM, Tune! 6, 11, 1 2 140
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59), TnposaHue,
A26.21.008.001.015 MK nanunnomasupycos (BMY) 21 Tun (KBM, Tunsl 6, 11, 16, 1 3465
18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68,
73, 82), TUINIMPOBaHNe, KOon.
A26.21.008.001.004 HK nanunnomasupycos (BMN4Y) 16/18 tmnos, TunuposaHue, 1 775
A26.21.008.001.012 KK nanmnnomasupycos (BMY) 4 tuna (KBM, Tvnsi 6, 11, 16, 1 890
18), TnupoBsaxue, Kos.
A26.21.008.001.013 AHK nanunnomasupycos (BMY) 14 tunos (KBM, Tunsi 6, 11, 1 2 140
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59), TunuposaHue,
KO/., C nepecyeTom Ha y.e. Hybrid Capture
A26.21.008.001.014 [AHK nanunnomasupycos (BMY) 21 tun (KBM, Tunel 6, 11, 16, 1 3465
18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68,
73, 82), TUNMPOBaHe, KoJl., C nepecyeTom Ha y.e. Hybrid
Capture
A26.19.067.002 [HK Bo36yanTens ncespotybepkynesa (Yersinia 7 680
pseudotuberculosis)
A26.19.069.001 [naporeHHsble E.coli (AHK aHTeponaToreHHsix E. coli/ HK 3 2115
9HTEpOoTOKCcUreHHbIX E. coli/ AHK sHTeponHBasmBHbIX E. coli/
AHK aHTeporemopparuyeckmx E. coli/ AHK
3HTepoarrperatueHbiX E. coli)
A26.19.074.003 PHK poTasupycoB, HOpOBMPYCOB, aCTPOBUPYCOB 3 1495
(Rotavirus/Norovirus/Astrovirus) B kane
A26.19.063.001.001 OKW-TecT (Shigella spp./ Salmonella spp./ Campylobacter 2 2075

spp./ Adenovirus F/ Rotavirus A/ Norovirus 2/ Astrovirus)




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a
A26.08.050.002 IHK B0o3GyauTenei 3 1150
KokoLwa/napakokowa/éporxocentrko3a (Bordetella
pertussis/Bordetella parapertussis/Bordetella bronchiseptica)
A26.05.037.001 HK nuctepwum (Listeria monocytogenes), KpoBb, Kau. 3 815
A26.05.037.003 HK nuctepwuu (Listeria monocytogenes) 1 815
A26.05.047.001.001 AHK mukobakTepun Tybepkynesa (Mycobacterium 5 750
tuberculosis), kpoBb, kau.
A26.09.080.002 HK mukobakTepumn Ty6epkynesa (Mycobacterium 1 895
tuberculosis)
A26.20.028.003 HK mukonnasmel (Mycoplasma hominis) 1 545
A26.20.027.001.002 HK mukonnasmel (Mycoplasma genitalium) 1 530
A26.20.027.003 HK mukonnasmel (Mycoplasma genitalium), kofiMyecTBEHHO 1 585
A26.20.028.004 HK mukonnasmel (Mycoplasma hominis), koiMyecTBeHHO 1 585
A26.21.024.001 HK roHokokka (Neisseria gonorrhoeae) 1 540
A26.21.024.002 HK roHokokka (Neisseria gonorrhoeae), Kosim4ecTBEHHO 1 600
[A26.19.075.002 [PHK Hopoeupycos (Norovirus) Il Tuna 3 1390
A26.05.045.001.001 KomnnekcHoe nccnegosaHne AHK MEHWHIOKOKKa, 3 2045
remModhnnbHOM nanoyku, ctpentokokka (Neisseria
meningitidis, Haemophilus influenzae, Streptococcus
B03.014.021 PSSO i BeHHO 1 6 155
A26.05.032.002 HK napsosupyca B19 (Parvovirus B19), KpoBb, KO/INY. 4 1070
A26.05.032.003 HK napsosupyca B19 (Parvovirus B19) 4 815
|[A26.08.061.002 |AHK nHeBMOUMCTLI (Pneumocystis jirovecii (carinii)) 8 840
A26.21.055.001 HK kangmnabl (Candida albicans) 1 555
A26.21.055.002 HK kangmnabl (Candida albicans), konmyecTBeHHO 1 600
A26.21.055.004 AHK rpubos poga kaHamabl (Candida albicans/Candida 1 925
glabrata/Candida krusei) ¢ onpegenexvem Tuna
A26.21.055.006 Muko30CkpuH (Tnuposanune HK Candida, Malassezia, 8 3625
Saccharomyces n Debaryomyces)
A26.01.030.002 OHK rpubos gepmatochmTos (Trichophyton, Epidermophyton, 5 1495
Microsporum)
A26.21.055.005 TunupoBaHue rpn6oB, paclumpeHHslii (Candida albicans, 5 1580
Fungi spp, Candida krusei, Candida glabrata, Candida
tropicalis, Candida parapsilosis, Candida famata, Candida
guittiermondii)
A26.08.027.001.003 PHK kopoHaBupyca SARS-CoV-2, COVID-19, (CPOYHblif), 1 3710
pe3ynbTaT Ha aHrIMACKOM 1 PYCCKOM A3blKax
A26.08.038.001.001 PHK Bupyca rpunna A/HIN1 (cBuHoi rpunn), (kay.) 1 4 145
A26.08.027.001.004 PHK kopoHasupyca SARS-CoV-2 (COVID-19) 1 1910
A26.08.038.001.003 "eHoTunupoBsaHwue Bupyca rpunna (A/B) 1 1390
A26.08.020.001.001 OPBW-CkpuH (PHK pecnupaTopHOCUHLUTUasIbHOTO BUpyca/ 1 2850
PHK meTtanHesmosupyca/ PHK naparpunna (tunos 1, 2, 3 u
4)/ PHK kopoHaswupycos/ PHK puHosupycos/ AHK
afeHosupycos (rpynn B, C n E)/ IHK 6okasupyca)
A26.08.038.001.002 PHK Bupycos rpunna A/HIN1,A/H3N2 1 3230
A26.08.027.001.006 PHK kopoHasupyca SARS-CoV-2 (COVID-19, pesynbTart Ha 1 1910
QHIINACKOM 1 PYCCKOM S13blKax)
|A26.19.074.002 |PHK potasupycos (Rotavirus) A 3 1390
|[A26.19.064.002 |OHK canbmonenn (Salmonella species) 3 920
A26.20.021.001 HK cTpenTokokkoB (Streptococcus species) 4 1025
A26.20.021.002 HK cTpenTtokokka (S. agalactiae), Kon. 3 830
A26.05.013.001.001 HK Tokconna3mbl (Toxoplasma gondii), KpoBb, Kau. 3 750
A26.05.013.002 HK Tokconna3mbl (Toxoplasma gondii) 1 555
A26.05.013.003 HK Tokconnasmbl (Toxoplasma gondii), konMyecTBEHHO 1 920
[A26.20.025.002 |0HK 6negHoit TpenoHems! (Treponema pallidum) 1 555
A26.20.026.003 HK TpuxomoHagb! (Trichomonas vaginalis) 1 540
A26.20.026.004 HK TpuxomoHagb! (Trichomonas vaginalis), KonmyecTBeHHO 1 600
A26.20.029.008 HK ypeannasmsl (Ureaplasma urealyticum) 1 545
A26.20.029.007 HK ypeannasmsl (Ureaplasma parvum) 1 530
A26.20.029.003 HK ypeannasmsl (Ureaplasma species) 1 545
A26.20.029.010 HK ypeannasmsl (Ureaplasma species), KoIM4eCTBEHHO 1 685
A26.20.029.009 HK ypeannasmsl (Ureaplasma urealyticum), konm4ecTBeHHO 1 555




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a
A26.20.029.006 HK ypeannasmbl (Ureaplasma parvum), KOAiM4eCTBEHHO 1 585
[A26.19.070.001 |AHK xenvko6GakTepa (Helicobacter pylori) | 2 | 1210
A26.20.020.003 HK xnamugum (Chlamydia trachomatis) 1 530
A26.20.020.005 HK xnamugum (Chlamydia trachomatis), KonnyectseHHO 1 585
A26.05.017.001 HK untomeranosupyca (Cytomegalovirus), KpoBb, Kau. 3 710
A26.05.017.002 HK untomeranosupyca (Cytomegalovirus), KpoBb, KO/IUY. 3 935
A26.08.058.001.004 HK uutomeranosupyca (Cytomegalovirus, CMV) 1 605
A26.08.058.002.001 AHK untomeranosupyca (Cytomegalovirus, CMV), 1 595
KOSIMYECTBEHHO

A26.19.072.001.001 PHK aHTepoBupyca (Enterovirus), kan 3 830

CEPOJIOrMYECKUE MAPKEPbBI MH®EKLUVMOHHbLIX 3ABOTIEBAHUI

A26.06.084.002 |[AHTUTENA K BUPYCY Bapuuenna-3octep (Varicella-Zoster), 3 1255

A26.06.084.003 |lMuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgA 3 1430

A26.06.084.001 |AHTnTena K BUpycy Bapuuenna-3octep (Varicella-Zoster), 3 1120
19G

A26.06.047.001 AHTUTEeNa K Bupycy repneca VI Tuna (Human herpes virus VI), 3 1020
19G

A26.06.045.003 AHTUTENa K BUpYyCYy npocToro repreca |, Il Tunos (Herpes 3 935
simplex virus 1, 1), IgM

A26.06.045.004 AHTUTENa K BUpycy npocToro repneca |, Il Tunos (Herpes 1 920
simplex virus |, 1), 1I9G

A26.06.045.005 AHTUTENa K BUpycy npocToro repneca | Tuna (Herpes simplex 3 960
virus 1), IgM

A26.06.045.001 AHTUTENa K BUpycy npocToro repneca | Tuna (Herpes simplex 3 1005
virus 1), 1IgG

A26.06.045.006 AHTUTENa K Bupycy npocToro repneca Il Tuna (Herpes simplex 3 890
virus I1), IgM

A26.06.045.002 AHTUTEeNa Kk Bupycy npoctoro repneca Il Tuna (Herpes simplex 3 895
virus I1), 1I9G

A26.06.045.003.001 AHTUTENa K BUpycy npocToro repneca |, Il Tunos (Herpes 3 6 750
simplex virus |, 1), IgM (MIMMyHO6/10T)

A26.06.046.002.001 AHTUTENA K BUpYyCy npocToro repneca |, Il Tunos (Herpes 3 6 750
simplex virus |, 1), I9G (MMMyHO6/10T)

A26.06.046.002 AsugHocTb 1gG K BUpYycy npoctoro repneca |, Il Tunos 4 1015
(Herpes simplex virus |, Il) (BktoyaeT onpegeneHvue aHTuTen
K BUpycy npoctoro repneca |, Il Tunos, 1gG)

A26.06.029.001 AHTUTENA K KanCMAHOMY aHTUreHy Bupyca dnwteiHa-bapp 1 915
(Epstein-Barr virus VCA), IgM

A26.06.029.002 AHTUTENA K KanCMAHOMY aHTUreHy Bupyca dnwteiHa-bapp 1 1030
(Epstein-Barr virus VCA), IgG

A26.06.031 AHTUTENa K SA4epPHOMY aHTUreHy Bupyca 3nwTteiHa-bapp 1 935
(Epstein-Barr virus EBNA), 19G

A26.06.030 AHTUTENA K paHHEMY aHTUreHy Bupyca nwteiHa-bapp 3 1 050
(Epstein-Barr virus EA), 1I9G

A26.06.028.001 AHTUTENa K BUpYycy 3nwreiiHa-bapp (Epstein-Barr virus), IgM 3 4205
(MMMyHO610T)

A26.06.028.002 AHTUTENa K BUpYycy 3nwreliHa-bapp (Epstein-Barr virus), 1I9G 3 4205
(MMMyHO6.10T)

A26.06.029.003 AsugHocTb IgG Kk Bupycy 3nwiTeliHa-bapp (Epstein-Barr virus, 4 1390
EBV) (Bk/louaeT onpegeneHne aHTUTen k Bupycy dnwrteiHa-
Bapp, 19G)

A26.06.005.003 AHTUTena K AgeHosumpycy (Adenoviridae), IgA 8 1125

A26.06.005.002 AHTUTEena Kk AgeHosupycy (Adenoviridae), IgG 8 1125

A26.06.005.001 AHTUTEna Kk AgeHosupycy (Adenoviridae), IgM 8 1125

|A26.06.026.001 |AnTuTena k ame6e ansenTepuiitoii (Entamoeba histolytica), | 8 | 1130
1gG

|A26.06.006.004 |[AnTTena k acneprunnam (Aspergillus fumigatus),lgG | 8 | 890

A26.06.011.001 AHTUTENa K 6oppenusam (Borrelia burgdorferi), IgM 3 1130

A26.06.011.002 AHTUTENa K 6oppenusam (Borrelia burgdorferi), IgG 3 1130

A26.06.011.004 AHTUTENa K 6oppenuam (Borrelia), IgM (MMMyHO6/10T) 3 3035

A26.06.011.005 AHTUTENa K 6oppenuam (Borrelia), IgG (MMMyHO6.10T) 3 3035

A26.06.012.005 AHTUTENa K 6pyuenne (Brucella), IgA 2 750

A26.06.012.006 AHTUTEna K 6pyuenne (Brucella ), 1I9G 2 755

A26.06.077.002 AHTUTENa K Vi-aHTUreHy Bo3dyauTtens 6prowHoro Tuda 2 965
(Salmonella typhi)




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a
A26.06.088.001 AHTUTENA K BUPYCY KeLeBoro aHuedanuta, IgM 4 1005
A26.06.088.002 AHTVTENA K BUPYCY KNeLweBoro aHuedganuta, 1I9G 4 1 005
A26.06.019.001 AHTUTEna K Bupycy Kokcaku (Coxsackievirus), IgM, kau. 8 2130
|A26.06.056.001 |AnTuTena k Bupycy kopu, IgG 2 1210
A26.06.071.002 AHTUTENA K BUPYCY KpacHyxu, IgM 1 1040
A26.06.071.001 AHTUTENA K BUPYCY KpacHyxu, IgG 1 815
A26.06.071.004 AHTUTENA K BUPYCY KpacHyxu, 1gG (MIMMyHO6/10T) 3 6 345
A26.06.071.003 ABuaHOCTL 1gG K BUPYCY KpacHyxu (BK/touaeT onpeaesieHne 4 1330
aHTUTEN K BUPYCY KpacHyxu, IgG)
A26.06.112.002 AHTVTENA K BUPYCY 3NUMAEMMUYECKOro NnapoTuTa, IgM 5 1135
A26.06.112.001 AHTUTENA K BUPYCY 3NMAEMMUYECKOro NnapoTuTa, IgG 5 1135
[A26.06.049.001 [BNY (aHTuTENa 1 aHTUreHbI) 1 640
A26.06.062.001 AHTUTENA K onucTopxam (Opisthorchis felineus), 1gG 3 1235
A26.06.024.001 AHTUTENA K 3XMHOKOKKkam (Echinococcus granulosus), 1gG 3 1110
A26.06.080.001 AHTUTENA K TOKCOKapam (Toxocara canis), IgG 3 800
A26.06.079.001 AHTUTENA K TpuxuHennam (Trichinella spiralis), 1I9G 3 790
A26.06.124.001 AHTUTENA K WmncTocomam (Schistosoma mansoni), IgG 8 1175
A26.06.123.001 AHTWUTENA K yrpruam KuweyHbim (Strongyloides stercoralis), 8 1240
A26.06.122.001 m&vTena K uMcTUUEpKaM CBUHOTO LenHst (Taenia solium), 8 1240
A26.06.125.001 & vTena k TpemaTogam (NedeHoUHbI cocanbluymk Fasciola 8 1090
hepatica, kowaubsa ayycTka Opisthorchis felineus), 19G,
CyMMapHO
A26.06.062.002 AHTUTENa Kk onucTtopxam (Opisthorchis felineus), IgM 3 1 055
A26.06.121.001 AHTUTENA K ackapugam (Ascaris lumbricoides), 1gG 3 1295
A26.06.120.001 AHTUTENA K KnoHopxam (Clonorchis sinensis), 1I9G 8 1135
A09.05.074.004 LIVK, cogepxalme aHTUreHbl onMucTopxos 8 705
A26.06.122.002 AHTUTENA K aHu3akugam (Anisakis), IgG 8 1015
A26.06.043.002.001 AHTVTENA K BUpYCY renatuta D, cymmapHble (Anti-HDV) 5 1 065
A26.06.043.001 AHTUTENA K BUpYcy renatuta D, IgM (Anti-HDV IgM) 10 1 065
A26.06.034.001 AHTUTENa K Bupycy renatuta A, IgM (Anti-HAV IgM) 1 1320
A26.06.034.002 AHTUTENA K BUpYycy renatuta A, IgG (Anti-HAV 1gG) 1 1050
A26.06.036.001 IMoBEPXHOCTHbIN aHTUreH BUpyca renatuta B (aBcTpanuninckuii 1 560
aHTUreH, HbsAg)
A26.06.040.002 AHTUTENIa K NOBEPXHOCTHOMY aHTUreHy Bupyca renatuta B 1 980
(Anti-HBs)
A26.06.039.003 AHTUTENa K sAepHoMy (Cor) aHTUreHy Bupyca renatuta B, 1 980
cymmMapHble (Anti-HBcor)
A26.06.039.001 AHTUTENa K sAepHOMY (COor) aHTUreHy Bupyca renatuta B, 1 1195
IgM (Anti-HBcor IgM)
A26.06.035 AHTUreH HBe Bupyca renatuta B (HbeAg) 1 1025
A26.06.038.001 AHTUTENa K HBe-aHTUreHy Bupyca renatuta B, cymmapHble 1 980
(Anti-HBe)
A26.06.036.002 MoBepXHOCTHbI aHTUreH Bupyca renatuta B (aBcTpanuiickuii 1 1900
aHTureH, HbsAg), KoniMyecTBeHHO
A26.06.044.002 AHTUTena K Bupycy renaruta E, 1gG (Anti-HEV IgG) 3 1215
A26.06.044.001 AHTUTena K Bupycy renaruta E (Anti-HEV), IgM 3 1195
A26.06.041.003 AHTUTENa K Bupycy renatuta C, IgM (Anti-HCV IgM) 3 835
A26.06.041 AHTUTENa K Bupycy renaruta C, cym. (Anti-HCV) 1 810
A26.06.104.001 AHTUTENa K Bo3byauTento andtepun (Corynebacterium 3 1245
diphtheriae)
A26.06.105.002 AHTUTENA K BO3byauTento ctonbHska (Clostridium tetani) 4 1195
A26.06.094.002 AHTUTENa K BO3byauTento ncesaotybepkynesa (Yersinia 6 765
pseudotuberculosis), PTTA, TuTp
A26.06.093.001 AHTUTENa K nepcuHuam (Yersinia enterocolitica), IgA; IgG 5 2 035
A26.06.006.002 AHTUTENa K kKaHauge (Candida albicans), IgA 3 815
A26.06.006.003 AHTUTENa K KaHange (Candida albicans), IgG 3 1 050
A26.06.006.007 AHTUTENa K kaHanae (Candida albicans), IgM 3 815
A26.06.103.001 AHTUTEA K KOK/TIOLWHOMY TOKCUHY, IgA 3 1180
A26.06.103.002 AHTUTENa K KOK/TIOLWHOMY TOKCUHY, IgG 3 1180
A26.06.103.004 AHTVUTENA K BO36yauTento kokntowa (Bordetella pertussis), 2 1180

IgM



Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a
A26.06.102.001 AHTUTENA K BO3OYAUTENAM KOK/IOLLA U Napakok/oLwa 3 1150
(Bordetella pertussis, Bordetella parapertussis), cymmapHble
(PMNrA) nonykoM4ecTBEHHO
A26.06.051.001 AHTUTena Kk nernoHennam (Legionella pneumophila), 8 1105
cyMMapHble
A26.06.053.001 AHTUTENa K neiiwumanum (Leishmania infantum), IgM, 1gG 8 1280
CyMMapHO
A26.06.032.001 AHTUTENa K Nmbaunsam (Lamblia intestinalis), cymmapHble 3 955
A26.06.032.002 AHTUTENa K Nambaunam (Lamblia intestinalis), IgM 3 800
|A26.06.109 |AHTUTENa K MeHuHrokokky (Neisseria meningitidis) | 11 1560
A26.06.057.004 AHTUTENa K Mukonnasme (Mycoplasma hominis), IgA 3 1 005
A26.06.057.005 AHTUTENa K Mukonnasme (Mycoplasma hominis), IgG 3 775
A26.06.057.002 AHTUTENa K Mukonnasme (Mycoplasma pneumoniae), IgA 3 840
A26.06.057.003 AHTUTENa K Mukonnasme (Mycoplasma pneumoniae), 1IgG 3 860
A26.06.057.001 AHTUTENa k mukonaasme (Mycoplasma pneumoniae), IgM 3 830
A26.06.063.001 AHTUTENA K NnapBoBupycy (Parvovirus) B19, IgG 8 1195
A26.06.063.002 AHTVTENA K NnapBoBupycy (Parvovirus) B19, IgM 8 1195
A26.06.067.001 |AHTUTENA K pecnnpaTopHO-cHHLMTHaNLHOMY BUpYCY (RSV), 8 1560
A26.06.067.002 WG vTena Kk pecnupaTopHO-CUHLMTUAILHOMY BUpYCY (RSV), 8 1560
IgM
|A26.06.077.001 |AHTV|Ter|a K casibMoHennam (Salmonella) A, B, C1, C2,D, E | 2 765
A26.06.082.012 Mukpopeakums Ha cudmnmc kayecteeHHo (RPR) 1 530
A26.06.082.003.001 Peakumsa naccmsHoli remarriioTuHauum Ha cudonnuc (PrA), 2 675
KauyeCcTBEHHO
A26.06.082.011 Peakumsa naccmsHol remarriioTuHaumm Ha cudonnuc (PrA), 2 700
NoNYKOIMYECTBEHHO
A26.06.082.002.002 AHTUTENA K 61eaHol TpenoHeme (T.pallidum), cym. 1 850
A26.06.082.009 AHTUTENA K 61egHoli TpenoHeMe (Treponema pallidum), IgM 2 1140
A26.06.082.001.001 MuKpopeakumsi Ha cudnnmc, nonykonnyectseHHo (RPR) 1 555
A26.06.082.010 AHTUTENa K 61efHoli TpenoHeme (aHTureH TmpA), IgG 2 830
A26.06.087.001 AHTUTENa K aHTureHam T-nMMgOTPOnHbIX BUupycos (HTLV) 1 5 1935
v 2 TMNoB
A26.06.081.002 AHTUTENa K Tokconnasme (Toxoplasma gondii), IgM 1 1 060
A26.06.081.001 AHTUTENa K Tokconnasme (Toxoplasma gondii), IgG 1 815
A26.06.081.004 AHTUTENa K Tokconnasme (Toxoplasma gondii), IgA 3 755
A26.06.081.003 ABUAHOCTb 1gG K Tokconnasme (Toxoplasma gondii) 4 1480
(BKNtOUAET ONpefenieHne aHTUTen K Tokconnasme, IgG)
|A26.06.015.004 |AHTuTENa K TPMXOMOHazE (Trichomonas vaginalis), IgG | 3 1005
A26.06.057.021 AHTUTENa K MMKobakTepuam Tybepkynesa (Mycobacterium 4 2355
tuberculosis), cymmapHbie
A26.06.015.001.001 AHTUTEena K ypeannasme (Ureaplasma urealyticum), IgA 3 930
A26.06.015.003.001 AHTUTENa K ypeanna3sme (Ureaplasma urealyticum), IgG 3 930
A26.06.033.006 AHTUTenNa k xenukobaktepy (Helicobacter pylori), 7 3230
MMMYHO60T, IgG
A26.06.033.002 AHTUTENa K XenukobakTtepy (Helicobacter pylori), IgG 1 910
A26.06.033.001 AHTUTENa K XenunkobakTtepy (Helicobacter pylori), IgA 8 1205
A26.06.033.003 AHTUTENa K Xenukobakrtepy (Helicobacter pylori), IgM 8 1185
A26.06.018.001 AHTUTENa K Xnamuann (Chlamydia trachomatis), IgA 3 970
A26.06.018.002 AHTUTENa K xnamuamu (Chlamydia trachomatis), IgM 3 910
A26.06.018.003 AHTUTENa K Xnamuaun (Chlamydia trachomatis), IgG 3 985
A26.06.016.002 AHTUTENa K Xnamugodune (Chlamydophila pneumoniae), IgA 3 970
A26.06.016.001 AHTUTENa K Xnamugodune (Chlamydophila pneumoniae), IgM 3 875
A26.06.016.003 AHTUTENa K Xnamugodune (Chlamydophila pneumoniae), IgG 3 875
A26.06.018.003.001 AHTUTENa K 6enKky Tennosoro woka Chlamydia trachomatis 9 1090
(Anti-cHSP60), IgG
|A26.06.097.001 |AHTV|Ter|a K wurennam (Shigella flexneri I-V, Shigella sonnei) | 2 2130
A26.06.057.008 AHTUTEena IgM Kk S- n N-6enkam kopoHasmpyca SARS-CoV-2 3 785
(MDA, Poccust), nonykonamy.
A26.06.057.012 AHTUTena IgG k RBD gomeHy S 1 6enka kopoHasupyca 1 1210
SARS-Cov2 (Abbott, CLLUA), konuy.




(BK/IKOUAET OMPEAEIEHNE aHTUTEN K LUTOMeranioBmpycy, IgG)

Kog M3P® (n.804H) HanmeHoBaHue ycnyru Cpok, LeHa
KaneHa. [ po3HU4YHa
LHU a

A26.06.057.013 AHTUTena IgG k RBD gomeHy S 1 6enka kopoHasupyca 1 1390
SARS-Cov2 (Abbott, CLUA, pe3ynbTat Ha aHIIMACKOM 1
PYCCKOM 5i3bIKax), KO/nY.

A26.06.022.002 AHTUTENa K uutomeranosupycy (Cytomegalovirus), IgM 1 1035

A26.06.022.001 AHTUTENa K umtomeranosupycy (Cytomegalovirus), IgG 1 825

A26.06.022.005 AHTUTena k uutomeranosupycy (Cytomegalovirus), IgG 3 5675
(MMMyHO6.10T)

A26.06.022.006 AHTUTENa K NpegpaHHemy 6enky Lintomeranosupyca (CMV 9 1495
IEA) IgM/IgG

A26.06.022.003 ABugHocTb IgG Kk uMtomeranosupycy (Cytomegalovirus) 4 1665

NMMMYHO/TOI'MYECKNE NCCNIEAOBAHUA

A12.05.008 AHTUTENA K aHTUreHaMm 3puTPOLUTOB, CyMMapHble (B T.4. K 1 1175
Rh-thakTopy), TuTp (Henpsimas npoba Kyméca)
A12.05.007.005 Onpegenenve Kell aHturena (K) 1 1320
A12.05.009 Mpamas npoba Kymbeca 7 1515
A12.05.005 AHTUTENa no cucteme ABO 7 1970
A12.05.007.006 OnpejeneHve Hannyna aHTureHos aputpoumntos C, ¢, E, e, K 2 1255
A12.05.005.001 "pynna kposwu + Pe3yc-thakTop 1 1 000
A09.05.035.013 YUyBCTBUTE/ILHOCTL K Manasuty 14 720
A09.05.035.014 YyBCTBUTE/NBHOCTb K EnoHy 14 720
A09.05.035.029 YyBCTBUTE/ILHOCTb K IMMyHasy 14 720
A09.05.035.017 YyBCTBUTE/NIBLHOCTb K IMMyHOMakCy 14 720
A09.05.035.018 YyBCTBUTENBHOCTb K VIMyHOPUKCY 14 720
A09.05.035.019 YyBCTBUTENBHOCTb K JlIukonuagy 14 720
A09.05.035.030 YyBCTBUTENBHOCTb K [M0/IMOKCUAOHMNIO 14 720
A09.05.035.020 YyBCTBUTENBHOCTb K TakTUBUHY 14 720
A09.05.035.021 YyBCTBUTENBHOCTb K TUMOreHy 14 720
A09.05.035.016 YyBCTBUTENBHOCTb K IMMyHOhaHy 14 720
A09.05.035.011 UyBCTBUTENLHOCTL K Apbugony 14 720
A09.05.035.012 YyBCTBUTENBHOCTb K MaHasupy 14 720
A09.05.035.015 YyBCTBUTENBHOCTb K VI30NPUHO3NHY 14 720




cooTHoLWweHne (CD3/CD4/45R0O+, CD3/CD4/45RA+, nHaekc

45RO+/45RA+. BK/1toyaeT aHasIM3 KPOBY C NelikouuTapHoi

Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a

A09.05.035.024 YyBCTBUTENNLHOCTb K AMUKCUHY 14 720
A09.05.035.025 YyBCTBUTE/ILHOCTL K Karoueny 14 720
A09.05.035.026 YyBCTBUTENBHOCTb K HEoBUpY 14 720
A09.05.035.027 YyBCTBUTENBHOCTb K PUAOCTUHY 14 720
A09.05.035.022 YyBCTBUTENBHOCTb K LinknocepoHy 14 720
A09.05.035.028 YyBCTBUTENBHOCTL K LinToBnpy-3 14 720
A09.05.035.023 UyBCTBUTE/ILHOCTb K A/T/TOKMHY-asbtha 14 720
A09.05.075.001 C3 KOMMOHEHT KOMMNJIEMEHTA 1 640
A09.05.075.002 C4 KOMMOHEHT KOMMJIEMEHTA 1 640
A09.05.054.002 ViMmmyHorno6ynavH A (IgA) 1 565
A09.05.054.003 VIMMyHorno6ynvH M (IgM) 1 565
A09.05.054.004 ViMMyHorno6ynvH G (IgG) 1 565
A12.06.073 dakTop Hekposa onyxonu (PHO-anbga) 8 2 655
A12.06.002.001 KprornobynuHbl 9 1180
A09.05.074 Linpkympyrowime MMMyHHbIE KOMNAEKChI 4 1 550
A12.05.108.001 ViHTepneliknH-6 (IL-6) 5 2 590
A12.05.108.002 VHTepnelikmH-1b 7 2 590
A12.05.108 VIHTepneiiknH-8 7 2 590
A12.05.109 VIHTepneiikmH-10 7 2 590
A09.05.075.006 MHrnéutop Cl-actepassbl (daktop C1-INH komnnemeHTa), 9 3530

KOHLeHTpauus
A12.06.047.002 VIHTephepoHOBbI cTaTyc (3 NokasaTesia: CbIBOPOTOUHbII 14 5345

WHTEPEPOH, NHTepepoH-anbda, MHTEPEPOH-TaMMa;

3akntoueHne Bpaya K/ no nccnefoBaresib,CkOMy OTHETY)

A12.30.012.007.001 daroTect 8 3585
A12.30.012.013 MmmyHorpamma 6a3osas (CD3, CD3/4, CD3/8, CD19, 4 5100
CD16/56, CD3/16/56, CD3/HLA-DR, neiikouuTtapHo-T-/1d

VNHAEKC, UMMYHOPEryISTOPHbIN HAEKC. BktoyaeT aHanus
KPOBW C NeikounTapHoli hopmynoi)
A12.30.012.019 CokpallieHHasa naHenb CD4/CD8 (BkntoyaeT KAUHUYeCKui 4 2830
aHann3 KpoBu ¢ nelikouuTapHoii hopmynoii (5DIFF))
A09.05.035.038 BaktepuupugHasn akTMBHOCTb kposu (BURST) 8 5875
A12.30.012.015 MmmyHorpamma ckpuHuer (CD3, CD19, CD16/56. BkntovaeT 4 2830
aHasIM3 KPoBU C NeliKoLMTapHoi hopMyJioif)
A12.30.012.014 MiMmyHorpamma paclumperHas (CD3, CD3/4, CD3/8, CD19, 4 7 445
CD16/56, CD3/16/56, CD3/HLA-DR, CD3/25, CD3/95,
CD3/4/95, CD3/8/95, CD3/8/38, neiikouutapHo-T-/1d nHaekc,
MMMYHOPErynaTopHbIli nHaekc.Bkiovaet OAK ¢
nelikoLMTapHoi hopmynoii)
A12.30.012.018 KneTkvn naMATn 1 HansHble CD4 numdoumnTbl 1 nX 5 5740

TPOPMYITOi)



nepudepryeckoil KpoBmM ANs ANarHOCTUKM MUHUMasTbHOM
ocTaTouHoli 6one3Hn (MOB) MeTog0M NPOTOYHOW
uuTomeTpun (JIM3, OCTpbIi Neiiko3, MHOXeCTBEHHas

Mmenoma), nocne nevyeHus

Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a

A12.30.012.017 B1-kneTkn CD5/CD19 (BkntouaeT aHav3 Kposu C 5 2935
[neiikouuTapHoii hopmynoi)

A12.26.002.003 T-SPOT petckuii (MHdmumpoBaHue M. tuberculosis), (aetn go 3 10 100
12 ner)

A12.26.002.004 T-SPOT (MHdmumpoBaHue M. tuberculosis), (et ctaplie 12 3 10 100
neT v B3pocsibie)

A12.26.002.007 TB-®epoH TecT (IGRA- TecT, AnarHoctuka Tybepkynesa) 10 6 330

A08.05.019.003 KonnuectseHHoe onpegenenve IHK TREC n KREC 11 7170
(auarHoctuka HacneACTBEHHbIX T- 1 B-k1eTouHbIx
MMMYHOAEPULMTOB)

A12.26.002.002 KBaHTuhepoHoBeIii TecT TB Gold Plus 7 10 380

A12.30.012.001.001 VIMMyHOheHOTUNMpoBaHMe KNeToK KOCTHOTO Mo3ra uin 8 22930
nepuchepuyeckoit Kposu Npv MM onponudgepaTMBHbIX
3a60/1€BaHUAX METOAOM NPOTOUHOW LUuToMeTpun (JIN3,
OCTpbIii N1eiiko3, MHOXEeCTBEHHast Muenoma). ViccnepoBaHve
15 NePBUYHOI ANarHoCTUKN

A12.30.012.002.001 VIMMyHOheHOTUNMpoBaHMe KNeToK KOCTHOTO Mo3ra unn 8 22930

AYTOMMMYHHAA ANATHOCTUKA

(MUSK), 1gG

A12.06.030.002 AHTUTEna knacca IgM k dhochonunuaam (Kapauosnnuay, 4 1485
chocchaTnanncepuHy, pocaTnananHosnTony,
chocchaTnamnoBoii kucniote)
A12.06.030.003 AHTUTena knacca IgG k chocchonunuaam (KapanosnnuHy, 4 1265
chocchaTuanncepuHy, pocaTnananHosnTony,
chocchaTnamnoBoii kucnore)
A12.06.051 AHTUTENA K 6eTa-2-INIMKONPOTENHY 8 1 605
A12.06.013.002 AHTUTENa K TpoMboumTam, kiacca IgG 9 4125
A12.06.029.005 AHTUTENa K KapAnMosunuHy (CymMmapHble) 8 1 560
A12.06.065.001 AHTUTENa K aHHekcnHy V knacca IgG 14 1945
A12.06.065.002 AHTUTENA K aHHeKcuHy V knacca IgM 14 1945
A12.06.013.001 AHTUTENA K NPOTPOMOMHY, CyMMapHble 10 1920
A12.06.029.001 AHTUTENA K Kapanonunuxy, IgG 8 1485
A12.06.029.002 AHTUTENA K Kapanonunuxy, IgM 8 1485
A12.06.051.002 AHTUTENA K 6eTa-2-TNMKONPOTENHY, IgG 10 1470
A12.06.051.001 AHTUTENA K 6eTA-2-TNNKONPOTENHY, IgM 10 1615
A12.06.030.001 AHTUTEeNa K pocchonunuaam (KapanonunuHy, 4 1500
chocchaTnamncepuHy, pocaTnannnHosnTony,
chocchaTnamnoBoii KUCIOTE), CyMMapHble
A12.06.029.003 AHTUTENA K KapAnonunuHy, IgA 11 2 150
A12.06.030.004 AHTUDOCONMNNAHBIE aHTUTENa, UMMYHO610T 10 6 530
(kapAnonunuH, 6eta-2-rNMNKONPOTENH, aHHEKCHH V,
NpOTPOMOUH, dhochaTnanncepuH, ocdatnannranuepon,
hochaTnannxonuH, gocdaTnannaTaHosiamyH,
chochatngunmHosuton, ocd. k-ta), IgG/M
A12.06.030.006 AHTUTENA K 6CMOCOMAaM KOXM 10 2785
A12.06.030.007 AHTUTENA K 6a3asibHON MembpaHe Koxu (AMB) 10 2 380
A12.06.023 AHTUTENA K MUOKapay (Mio) 9 1 655
A09.05.122.001 AKTMBHOCTb aHIMOTEH3MH-NpeBpalatouero epmenta (ACE) 10 2 425
A12.06.021 AHTUTENA K MUESTMHY 9 1775
A12.06.021.002 AHTUTENA K aKBanopuHy -4 9 3540
A12.06.074 AHTUTENA K aueTWIXoNnHoBbIM peuenTtopam (AXP) 11 5620
A12.06.064 AHTUTENA K rnyTamaTHoMy peuentopy NMDA-Tuna 10 5295
A12.06.021.003 AHTUTENA NpU NapaHeonacTUYecknx CMHApoOMax, 9 7020
MMMYHO610T (K Yo-1, Hu, Ri,CV2,Ma2, amdndn3snHy)
A12.06.021.004 AnarHocTrka BOCNasiMTeNbHbIX MONMHEBPUTOB (aHTUTENA K 9 6 735
raHrnnosngam GM1, GM2, GM3, GM4, GD1a, GD1b, GD2,
GD3, GT1a, GT1b, GQ1b, cynbthatnay) knaccos IgG/IgM
A12.06.021.006 AHTUTENA K MbILLEYHO-CMeLMdUIecKoii TUPO3HKNHA3e 11 6 260




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
AHUN ]
A12.06.026.004 AHTUTENA K 60Ka10BUAHBIM KneTkaMm kuweyHunka (BKK) 9 2 610
A12.06.055.003 AHTUTENa K fe3amMVH1POBaHHbIM nentTuaam anba-rnvaguHa 12 1400
IgA (AAT)
A12.06.055.001 AHTUTENA K rvaguHy, IgA 8 1380
A12.06.055.002 AHTUTENA K rvaguHy, IgG 8 1 355
A12.06.056.001 /AHTUTENa K TKaHeBOW TpaHcriyTaMmuHase, IgA 8 1445
A12.06.056.002 AHTUTENA K TKAHEeBOW TpaHcrlyTammnHase, IgG 8 1445
A12.06.066.001 AHTUTENA K 3HAOMU3MI0, IgA (ADA) 9 1765
A09.05.054.006 AHTUPETUKY/IMHOBbIE aHTUTeNna IgA, 1gG (APA) 11 1730
A12.06.026.002 AHTUTENA K ApoxokaM Saccharomyces cerevisiae (ASCA), IgA 8 1500
A12.06.026.003 AHTUTENa K gpoxokaM Saccharomyces cerevisiae (ASCA), 8 1500
A12.06.026.006 m$TuTena K napueTanbHbIM KneTkam xenyaka (AMNKXK) 9 2035
A12.06.026.001 Onpegenexne aHTuTen K tp.Kactna - BHyTpeHHeMy chakTopy 10 1780
(ABD)
A09.05.054.005 VIMMyHOrno6ynvH nogknacca lgG4 10 2335
A12.06.055.004 AHTUTENa K ie3aMVH1POBaHHbIM nNentTuaam anba-rnvaguHa 12 1400
1gG (AAr)
A12.06.020.005 AHTUTENA K 3K30KPUHHOW YacTu NOMKENYL0UHO Xenesbl, 8 1455
cymmapHble (IgG/IgA)
A12.06.035 AHTUTENA K MUTOXOHAPUAM (AMA-M2), IgG 8 2290
A12.06.036.001 AHTUTENA K MUKPOCOMasIbHOM (pakLym neyeHn n noyek (anti- 8 2075
LKM)
A12.06.025.003 AHTUTENA K TNagkmM mblwuam (ACMA) 9 2 080
A12.06.035.001 AHTUTENA K MUTOXOHAPUAM (AMA, M1-M9) IgG, HPV® 9 2 140
A12.06.024.002 AHTUTENA K aHTUreHam neyvyeHn, UMMYHOG10T PacLUMPEHHbIN 9 3970
(aHTuTEna Kk SLA/LP, LC1, LKM1, PDC-AMA-M2, M2-3E,
Sp100, PML, gp210, SSA/Ro-52), IgG
A12.06.024.001 AHTUTENa K 6asanbHoli MembpaHe knyboudka (BEMK) 9 2195
A09.05.075.003 IAHTUTeNa Kk C1g cpaktopy KOMMieMeHTa 10 2 220
A12.06.030.008 AHTUTENAa K KneTkam cocyamctoro aHgotenuns (HUVEC) 10 2 365
A12.06.037.013 AHTUTENA K UpTon1asMe HelTpodmios (AHUA), IgA 10 1475
A12.06.037.002 AHTUTENA K uuTOonNa3Me HeTpodhmoB (C ykasaHuem tuna 12 2765
CBEYEHUS - LTonnasmMaTuieckuii nnv nepuHykneapHs.ii,
UAHLUA, nAHLLA), IgG
A12.06.037.001 AHTUHENTPOUNbHbIE LMTONNa3MaTnydeckne aHTuTena, IgG 11 3830
(ANCA), Combi 6 (k npoTenHase 3, nakroheppuHy,
Muenonepokcuase, anacrase, karencuHy G,
6akTepuLgHOMY 6es1Ky, NOBbILLAIOLLEMY NPOHNLLAEMOCTb
A12.06.030.009 Ktltiitena k peuenTopy thocdonunassl A2 - guarHocTuka 8 3810
MeMbpaHo3Hol HedponaTtuu, IgG
A09.20.012.001 AHTUCNEPMa/IbHbIE aHTUTeNa 4 1830
A12.06.020.002 AHTUTENA K OCTPOBKOBbIM KneTkam (ICA) 9 1845
A12.06.039 AHTUTENA K UHCYNMHY (IAA) 8 1390
A12.06.033.001 AHTUTENA K CTEPOMA-NPOAYLIMPYIOLLMM KNneTkam 10 1730
HagnoyeyHuka (ACIIK)
A12.06.020.004 AHTUTENA K rnyTamatgekapbokcunase (GAD) 10 2130
A12.06.033.002 AHTVOBapuaibHble aHTuTena (AOA) 8 2 075
A12.06.020.001 AHTUTENA K TMPO3UH-thochaTase (aHTK-1A2) 10 2 140
A12.06.052 AHTUTENA K LUKNUYECKOMY LUTPYIMHOBOMY Nentuay 1 1945
(ACCP, anti-CCP)
A12.06.063 AHTUKepaTnHoBble aHTuTena (AKA) 9 2785
A12.06.062.001 AHTUTENA K LMTPY/IMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV) 8 1920
A09.05.106.002 CKPWHWHI NapanpoTENHOB B CbIBOPOTKE (MMMYyHOMMKcaums) 10 2 665
A09.28.028.001 CKpUHUHT 6enka BeHc-[koHca B pa3oBoii NopLuy Moum 10 2070
(MMMYHOCMKCALIMS)
A09.28.030.001.001 ViMMyHodomkcaumsa 6enka beHc-[xoHca ¢ naHenso 10 4275
aHTUCLIBOPOTOK B Pa30BOVi MOPLMN MOYM
A09.05.106.001.001 TunMpoBaHne napanpoTenHa B CbIBOPOTKE KPOBY (C 10 5140
MNOMOLLbI0 UMMYHOCOMKCALIMM C NaHe b0 aHTUCLIBOPOTOK IgG,
IgA, IgM, kappa, lambda)
A09.05.054.007 CB06OAHbIE Nerkue Lenv UMMyHOr106ynnHoB kanna/naméaa 10 2570
B CbIBOPOTKE KPOBM, C PpacHeTOM MHAEKCa
A12.06.010.007 AHTUTena k aBycnupasnbHoii HK (HaTnBHoM, a-dsDNA) 4 1170
A12.06.010.001.002 /AHTUTeNa k ogHocnupansHoii AHK (a-ssDNA) 8 1075
A12.06.061.001 AHTUTENa K agepHbIM aHTureHam (ANA) 4 1325
A12.06.010.008 AHTVHYKeapHbIli DakTop Ha KNeTouHon nHum HEp-2 (AH®) 9 1745
A12.06.061 AHTUTENA K IKCTparnpyemMomy ssiepHoMy aHTUreHy, Kad. 10 1535
A12.06.010.015 AHTUTENa K RO/SS-A 9 1 605
A12.06.010.017 AHTUTENA K Sm-aHTUreHy 9 1 605
A12.06.010.016 AHTuTena k La/SS-B 9 1605
A12.06.010.018 AHTUTENa K Scl-70 9 1 605




ScM, ItM-07, HeS-08, HMMP, Ty6ynuHy, akTUHy, UHCY/IUHY,
KonnareHy)

Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
AHUN ]
A12.06.010.019 AHTUTENA K JO-1 aHTUTEHY 9 1605
A12.06.025 AHTVTENA K CKeneTHbIM Mblwuam (ACM) 9 1775
A12.06.010.009 AHTUHYKNeapHble aHTuTena, UMMyHo6,10T (kK NRNP/Sm, Sm, 7 4 645
SS-A (SS-A HaTuBHbIN), SS-B, Scl-70, PM-Scl, CENP B, Jo-1,
ANA-PCNA, AMA-M2, ANA-Ro-52, dsDNA, Hykneocomam,
rmcToHam, pubocomansHomy 6enky P)
A12.06.025.001 AHTUTENa NPU NOMMUO3NTE, UMMYHO610T (Mi-2, Ku, Pm- 9 5295
Scl100, Pm-Scl75, SPR, Ro-52, Jo-1, PL-7, PL-12, EJ, OJ)
A12.06.010.014 AHTUTE/NA K HyK/1leocomam 9 1485
A12.06.010.021 AHTUHYKNIeapHble aHTuTena, MMyHo610T (K RNP/Sm, Sm, 7 5995
SSA-60, SS-B, Scl-70, PM-Scl, CENP B, Jo-1, ANA-PCNA,
AMA-M2, SSA-52, dsDNA, Hykieocomam, T’mcToHam,
pubocomanbHomy 6enky P, RNP 70, RNP A, RNP C), 18
nokasarenei
A12.06.025.004 AHTUTENA NPU CUCTEMHOI cknepogepmumn (MMMyHo610T): Scl- 9 5190
70, CENP A, CENP B, RP11, RP155, Fibrillarin, NOR90,
Th/To, Pm-Scl100, Pm-Scl75, Ku, PDGFR, Ro-52 (SSA-A 52
KHa)
A12.06.010.001.001 2/IN-B-TecT-6 (aHTUTENA K ds-[HK, 6eTa-2-rnukonpoTenHy 1, 14 2990
Fc-lg, Konnarery, uHTepdepoHy anbga, UHTEPdEepPoHy
A12.06.010.013 EMMADC-XU-TecT-6 (aHTuTena k X', 6eta-2- 14 3425
rnvkonpoTeunny 1, Fc-lg, ds-AHK, konnareHy, cymMapHble K
A12.06.010.004 BATOAUFNECT-24 (aHTUTENA K 24 AHTUTEHAM OCHOBHBIX 14 9 600
OpraHoB 1 CUCTEM YesI0BEKA)
A12.06.010.003 S/IM-MN-Komnnekc-12 (aHtntena k Xr4, ds-AHK, 6eta-2- 14 6 595
rnnkonpoTenHy 1, konnareny, Fc-lg, nHcynuuy,
TMpeornobynuuy, S100, Spr-06, TrM-03, ANCA, KiM-05)
A12.06.010.005 D/IN-ANA-TecT-8 (cocTosHME NoKeyA0UHOM Xenesbl) 14 3600
A12.06.010.006 OJIN-H-TecT-12 (cocTosiHME HEPBHOW CUCTEMbI) 14 6 595
A12.06.010.020 SNIN-XXKT-TecT-12 (aHTuTeNa k ds-AHK, Fc-lg, GaM, GaS-03, 14 4 405

ANNEPIroNor "MECKME UCC/TIEAOBAHNA

A09.05.118.526 AM6pO3USA, anneprokomnoHeHT IgG4 (ImmunoCAP), w230 9 3030
nAmb al

A09.05.118.527 MonbIHb, anneprokoMnoHeHT IgG4 (ImmunoCAP), w231 nArt 9 3030

A09.05.118.528 Khel, gomallHel Mbiiu, anieprokoMnoHeHT IgG4 9 3030
(ImmunoCAP), d202 rDer pl

A09.05.118.529 KneLy, JomaluHel nblaun, anneprokoMnoHeHT IgG4 9 3030
(ImmunoCAP), d203 rDer p2

A09.05.118.530 TumodpeeBka nyrosas, asifieprokoMnoHeHT IgG4 9 3030
(ImmunoCAP), g205 rPhl p1

A09.05.118.531 TumodpeeBka Nnyrosas, asifIeprokoMmnoHeHT IgG4 9 3030
(ImmunoCAP), g215 rPhl p5b

A09.05.118.532 Bepesa, anneprokoMnoHeHT IgG4 (ImmunoCAP), t215 rBet v1 9 3030
PR-10

A09.05.118.513 Alternaria alternata, anneprokomnoHeHT IgE (ImmunoCAP), 9 2755
m229 rAlt al

A09.05.118.222 Bepesa, anneprokomnoHeHT Bet v1, IgE 7 1725

A09.05.118.223 Bepesa, aniieprokoMnoHeHT Bet v4, IgE 7 1725

A09.05.118.505 Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), t215 rBet v1 9 2755
PR-10

A09.05.118.506 Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), t221 rBet v2, 9 2755
rBet v4

|B03.002.004.122 [Kowika, anneprokomnoHeHT Fer d1, IgE | 7 | 1725

A09.05.118.503 Koluka, anneprokoMnoHeHT IgE (ImmunoCAP), €220 (rFel d2) 9 2755

A09.05.118.502 Koluka, anneprokoMnoHeHT IgE (ImmunoCAP), €94 rFel d1 9 2755

A09.05.118.500 Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), e101 rCan f1 9 2 755

A09.05.118.501 Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), €102 rCan f2 9 2 755

A09.05.118.504 Cobaka, ansieprokomnoHeHT IgE (ImmunoCAP), e221 nCan 9 2755
3

A09.05.118.559 TPONOMUO3VH KneLelt foMallHel Nblu, anneproKOMMNOHEHT 9 2755
IgE (ImmunoCAP), d205 rDer p10

A09.05.118.561 14, 0Cbl 06bIKHOBEHHOIA, a/1/1eProKOMMOHeHT IgE 9 2755
(ImmunoCAP), i209 rVes v5

A09.05.118.560 docchonmnasa A2 nyesbl MeAOHOCHOM, as11epProKOMMNOHEHT 9 2755
IgE (ImmunoCAP), i208 rApi m1

|A09.05.118.562 [natekc, anneprokomnoneHT IgE (ImmunoCAP), k220 rHev | 9 | 2755
h6.02

|A09.05.118.224 [MonbiHb, anneprokomnoHeHT Art vi, IgE | 7 | 1725




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a
A09.05.118.225 TumodpeeBka nyrosas, asiyieprokomnoHeHt Phl pl, Phl p5, 7 1725
A09.05.118.226 iDvodheeBka nyrosas, anneprokoMnoHeHT Phl p7, Phl p12, 7 1725
IgE
A09.05.118.508 AMOPO3uS, anneprokoMmnoHeHT IgE (ImmunoCAP), w230 9 2755
nAmb al
A09.05.118.511 TuModpbeeBka nyrosas, ansieprokoMnoHeHT IgE 9 2755
(ImmunoCAP), g213 rPhl p1, rPhl p5b
A09.05.118.507 TuModpbeeBka nyrosas, anieprokoMnoHeHT IgE 9 2755
(ImmunoCAP), g214 rPhl p7, rPhl p12
A09.05.118.509 MonbiHb, anneprokoMnoHeHT IgE (ImmunoCAP), w231 nArt 9 2755
A09.05.118.510 Vb iblHb, anneprokoMnoHeHT IgE (ImmunoCAP), w233 nArt 9 2755
A09.05.118.512 'TIModpeeBKa lyroBast, ansieprokoMmoHeHT IgE 9 2755
(ImmunoCAP), g208 rPhl p4
B03.002.004.075 Anneprounn, ImmunoCAP ISAC E112i 18 35390
B03.002.004.123 Anneprounn, ALEX2, 300 KOMMNOHEHTOB (BK/tOYaeT 3 24190
onpefeneHue obuero IgE)
B03.002.004.006 Anneprokomnnekc nuwesoil PROTIA (Kopes), IgE 4 5930
B03.002.004.010 ANNeprokoMmnekc npy atonun y geteii n B3pocibix PROTIA 4 5885
(Kopesy), IgE
B03.002.004.011 Anneprokomnekc paclumpeHHbiii PROTIA (Kopes), IgE 4 8 035
B03.002.004.012 Anneprokomnnekc pecnvpartopHblii PROTIA (Kopes), IgE 4 5930
A09.05.118.195 AHTUTENa K ackapugam (Ascaris lumbricoides) IgE,P1 1 855
A09.05.118.196 /InumnHkm Anisakis (Anisakis Larvae) IgE, P4 1 855
A09.05.118.474 AHunzakmga IgE (ImmunoCAP), p4 9 1180
A09.05.118.475 Ackapuga IgE (ImmunoCAP), p1 9 1180
A09.05.118.187 punbbl poga kaHgnaa (Candida albicans) IgE, M5 1 855
A09.05.118.188 MnecHesblii rpnb6 (Chaetomium globosum) IgE, M208 1 855
A09.05.118.189 MnecHesblii rpnb (Aspergillus fumigatus) IgE, M3 1 885
A09.05.118.190 MnecHesblii rpnb (Alternaria tenuis) IgE, M6 1 900
A09.05.118.191 MnecHesblii rpnb (Cladosporium herbarum) IgE, m2 7 1020
A09.05.118.192 MnecHesblii rpmb (Penicillum notatum) IgE, m1 7 1215
A09.05.118.476 MnecHesblii rpmb (Penicillum notatum) IgE (ImmunoCAP), m1 9 1180
A09.05.118.480 MnecHesblli rpnb (Cladosporium herbarum) IgE 9 1180
(ImmunoCAP), m2
A09.05.118.477 poxokeBble rpubbl poga Malassezia IgE (ImmunoCAP), 9 1180
A09.05.118.555 MAGZHesbIN rpu6 Aspergillus terreus IgE (ImmunoCAP), m36 9 1180
A09.05.118.478 MnecHeBblii rpnb (Alternaria alternata) IgE (ImmunoCAP), m6 9 1180
A09.05.118.481 MnecHesblli rpu6 (Aspergillus fumigatus) IgE (ImmunoCAP), 9 1180
A09.05.118.479 Mph6bI posa kaHanaa (Candida albicans) IgE (ImmunoCAP), 9 1180
m5
A09.05.118.564 Kunapuc BeyHo3eneHblid, ntanbaHckmin (Cupressus 1 855
sempervirens) IgE, T23
A09.05.118.136 Akauus (Acacia species) IgE, T19 1 855
A09.05.118.137 Bepesa (Betula alba) IgE, T3 1 855
A09.05.118.138 Byk (Fagus grandifolia) IgE, T5 1 855
A09.05.118.139 B3 (Ulmus spp) IgE, T8 1 855
A09.05.118.140 'pab 06bIKHOBEHHLIN (Carpinus betulus) IgE, T209 1 855
A09.05.118.141 y6 6enblii (Quercus alba) IgE, T7 1 855
A09.05.118.142 y6 cMeLaHHbIi (Q. rubra, alba, valentina) IgE, T77 1 855
A09.05.118.143 MBa (Salix nigra) IgE, T12 1 855
A09.05.118.144 KneH siceHenucTHbI (Acer negundo) IgE, T1 1 855
A09.05.118.145 JlewwmHa o6blkHoBeHHas (Corylus avellana) IgE, T4 1 855
A09.05.118.146 Onbxa (Alnus incana) IgE, T2 1 855
A09.05.118.147 peuknii opex (Juglans regia) IgE, T10 1 855
A09.05.118.148 MnataH (Platanus acerifolia) IgE, T11 1 855
A09.05.118.149 CocHa 6enas (Pinus silvestris) IgE, T16 1 855
A09.05.118.150 Tononb (Populas spp) IgE, T14 1 855
A09.05.118.151 SekasmnT (Eucaliptus globulus) IgE, T18 1 855
A09.05.118.152 fceHb amepukaHckuii (Fraxinus americana) IgE, T15 1 855
A09.05.118.153 Nvna IgE, T27 7 3070
A09.05.118.446 NlewmHa 06bikHOBeHHas IgE (ImmunoCAP), t4 9 1180
A09.05.118.445 Onbxa cepas IgE (ImmunoCAP), t2 9 1180
A09.05.118.444 Bepesa 6opogasyaTas IgE (ImmunoCAP), t3 9 1180
A09.05.118.447 VBa 6enas IgE (ImmunoCAP), t12 9 1180
A09.05.118.448 /luna IgE (ImmunoCAP), t208 9 1180
A09.05.118.449 Tonosb IgE (ImmunoCAP), t14 9 1180
A09.05.118.114 rony6b (nomer) IgE, E7 1 855
A09.05.118.115 l'yck (nepo) IgE, E70 1 855
A09.05.118.113 KaHapeiika (nepo) IgE, E201 1 855
A09.05.118.116 Kosa (anutenuit) IgE, E80 1 855
A09.05.118.117 KopoBa (nepxoTb) IgE, E4 1 855




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a

A09.05.118.118 Kowwka (anutenuit) IgE, E1 1 870
A09.05.118.119 Kponuk (snutenwii) IgE, E82 1 855
A09.05.118.120 Kpbica IgE, E87 1 855
A09.05.118.121 Kpbica (moua) IgE, E74 1 855
A09.05.118.122 Kpbica (anutenuid) IgE, E73 1 855
A09.05.118.123 Kypuua (nepo) IgE, E85 1 1275
A09.05.118.124 Kypuua (npoTeunHbl cbiBOpoTKM) IgE, E219 1 855
A09.05.118.125 Nowagp (nepxoTb) IgE, E3 1 855
A09.05.118.126 Mopckas cBuHKa (anutenuit) IgE, E6 1 855
A09.05.118.127 Mbiwb IgE, E88 1 855
A09.05.118.128 OBua (anutenuid) IgE, E81 1 765
A09.05.118.129 Monyraii (nepo) IgE, E91 1 855
A09.05.118.130 Monyraii BonHUCTLIN (Nepo) IgE, E78 1 855
A09.05.118.131 CBuHbs (anuTenwit) IgE, E83 1 855
A09.05.118.132 Cobaka (nepxotb) IgE, E5 1 850
A09.05.118.133 Cobaka (anutenuii) Igg, E2 1 855
A09.05.118.134 YT1ka (nepo) IgE, E86 1 855
A09.05.118.135 Xowmsik (anuTenuit) IgE, E84 1 855
A09.05.118.430 Kponuk, anutenuii IgE (ImmunoCAP), e82 9 1180
A09.05.118.428 Slowagp, nepxotsb IgE (ImmunoCAP), e3 9 1180
A09.05.118.431 Monyraii, nepbs IgE (ImmunoCAP), e213 9 1180
A09.05.118.429 Mopckasi cBuHKa, anutenuid IgE (ImmunoCAP), e6 9 1180
A09.05.118.441 OBua, anutenuii IgE (ImmunoCAP), e81 9 1180
A09.05.118.442 Xowmsik, anutenuii IgE (ImmunoCAP), e84 9 1180
A09.05.118.427 Cobaka, nepxoTtb IgE (ImmunoCAP), e5 9 1180
A09.05.118.426 Koweka, nepxotb IgE (ImmunoCAP), el 9 1180
A09.05.118.440 Kypuua, nepbs IgE (ImmunoCAP), e85 9 1180
A09.05.118.185 Knew-gepmatodpar myyHoii (D. farinae) IgE, D2 1 995
A09.05.118.186 Knew-gepmatodhar nepuHHblli (D.pteronyssinus) IgE, D1 1 855
A09.05.118.211 MennumnnvH G IgE, C1 1 855
A09.05.118.212 MenvumnnvH V IgE, C2 1 855
A09.05.118.209 Amnvumanavi Ige, C203 1 855
A09.05.118.208 AmokcuumanvH Ige, C204 1 855
A09.05.118.207 VIHcynuH yenoseyeckuiid IgE, C73 1 855
A09.05.118.470 AsutpomuuuH IgE, C194 4 855
A09.05.118.210 OKCUMUMKAVH IgE, C62 4 855
A09.05.118.471 HuctaTtuh IgE, C122 4 855
A09.05.118.214 Llecypokcum IgE, C308 4 855
A09.05.118.215 LinnpocpnokcaunH IgE, C108 4 855
A09.05.118.213 dopmanbgerng IgE, K80 1 855
A09.05.118.216 Mapauetamorn IgE, C85 7 1525
A09.05.118.217 AHasbrvH IgE, C91 7 1525
A09.05.118.219 vknodgeHak Ige, C79 7 1525
A09.05.118.218 Mo6ynpodeH IgE, C78 7 1525
A09.05.118.220 KeTtonpodieH IgE, C172 7 1525
A09.05.118.221 AueTuncanvumnosas knucnota (acnuput) IgeE, C51 7 1525
A09.05.118.197 Komap (cem. Culicidae) IgE, 171 1 750
A09.05.118.198 Mornb (cem. Tineidae) IgE, 18 1 855
A09.05.118.199 MoLwkm KpacHoi nmymHka(Chironomus plumosus) IgE,173 1 855
A09.05.118.200 Mypageii pbbxuii (Solenopsis invicta) IgE, 170 1 855
A09.05.118.201 CneneHb (ceM. Tabanidae) IgE, 1204 1 855
A09.05.118.202 TapakaH pbhxuii (Blatella germanica) IgE, 16 1 855
A09.05.118.203 LLlepweHb (oca naTHucTas) (D. maculata) IgE, 12 1 855
A09.05.118.204 A ocuHbili (poa Vespula) IgE, 13 1 750
A09.05.118.205 An ocuHbiii (pog Polistes) IgE, 14 1 855
A09.05.118.206 An nuensl (Apis mellifera) IgE, 11 1 855
A09.05.118.435 Komap IgE (ImmunoCAP), i71 9 1180
A09.05.118.438 Morib IgE (ImmunoCAP), i8 9 1180
A09.05.118.437 MoTbinb IgE (ImmunoCAP), i73 9 1180
A09.05.118.439 TapakaH pbixuii (npycak) IgE (ImmunoCAP), i6 9 1180
A09.05.118.434 $14 ocbl 06blkHOBEHHOI IgE (ImmunoCAP), i3 9 1180
A09.05.118.433 A4 ocbl naTHUCTOM IgE (ImmunoCAP), i2 9 1180
A09.05.118.432 A4 nyenbl MegoHocHol IgE (ImmunoCAP), il 9 1180
A09.05.118.436 Aa wepHa IgE (ImmunoCAP), i75 9 1180
A09.05.118.443 CneneHb IgE (ImmunoCAP), i204 9 1180
A09.05.118.182 omaluHas nbiib TN (Greer) IgE, hl 1 855
A09.05.118.184 Mblb NweHWyHol Mykm IgE, K301 1 855
A09.05.118.183 omalLHsas nbiib (Holister) IgE, h2 7 865
A09.05.118.463 oMaLHasA ok (Greer) IgE (ImmunoCAP), hl 9 1180
A09.05.118.464 omalHsasA nbib (Holister) IgE (ImmunoCAP), h2 9 1180
A09.05.118.461 Knewy gomaluHeii nbiam D. pteronyssinus IgE (ImmunoCAP), 9 1180
A09.05.118.462 ’hew nomatneii nbim D.farinae IgE (ImmunoCAP), d2 9 1180




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a
A09.05.118.515 Xnonok IgE, O1 1 855
A09.05.118.516 LepcTb IgE, K20 1 855
A09.05.118.517 LWenk IgE, K74 1 855
A09.05.118.514 NaTtekc IgE, K82 1 855
A09.05.118.193 OHTepoToKcuH A (Staphylococcus aureus) IgE, O72 1 855
A09.05.118.194 OHTepoTokcuH B (Staphylococcus aureus) IgE, O73 1 730
A09.05.118.423 CTaroKOKKOBbI 3HTEPOTOKCKUH TSST IgE (ImMmunoCAP) 9 1180
m226
A09.05.118.424 CTacprnoKoKKOBbIi 3HTEPOTOKCUH B IgE (ImmunoCAP), m81 9 1180
A09.05.118.425 CTahrnoKoKKOBbIi 3HTEPOTOKCUH A IgE (ImmunoCAP), m80 9 1180
A09.05.118.157 Exa cb6opHas (Dactylis glomerata) IgE, G3 1 855
A09.05.118.156 ByxapHuK wepcTtucTolii (Holcus lanatus) IgE, G13 1 855
A09.05.118.158 Konocok gywmcTbiii (Anthoxantum odoratum) IgE, G1 1 855
A09.05.118.159 KocTpeu 6e3ocTbiii (Bromus inermis) IgE, G11 1 855
A09.05.118.178 Pbinbua Kykypy3Hble (Zea mays) IgE, G202 1 855
A09.05.118.163 /lncoxsocT siyroBoii (Alopecurus pratensis) IgE, G16 1 4720
A09.05.118.165 MsaTnvk nyrosoii (Poa pratensis) IgE, G8 1 1875
A09.05.118.166 OBec Ky/IbTMBMPOBaHHbI (Avena sativa) IgE, G14 1 855
A09.05.118.167 OBcsHuua nyrosas (Festuca elatior) IgE, G4 1 775
A09.05.118.170 Monesuua (Agrostis alba) IgE, G9 1 855
A09.05.118.174 Mwenunya (Triticum sativum) IgE, G15 1 855
A09.05.118.175 Poxb KynbTuBMpoBaHHas (Secale cereale) IgE, G12 1 855
A09.05.118.176 MneBen MmHoroneTHuii (Lolium perenne) IgE, G5 1 855
A09.05.118.179 TumocpeeBka (Phleum pratense) IgE, G6 1 855
A09.05.118.181 MogconHeyHuk IgE, W29 7 2 020
A09.05.118.154 AM6pO3usi 06bikHOBEHHas (Ambrosia elatior) IgE, W1 1 855
A09.05.118.160 Kpanusa asygomHas (Urtica dioica) IgE, W20 1 855
A09.05.118.155 AM6PO3Usi, cmecb (06bIKHOBEHHas/BbICOKas, 1 855
rofiomeTesnibyaras, TpexpasgenoHas) Ige, W209
A09.05.118.161 lebena cepetowas (Atriplex canescens) IgE, W75 1 855
A09.05.118.164 Mapb 6enasi (Chenopodium album) IgE, W10 1 855
A09.05.118.180 dukyc IgE, K81 1 855
A09.05.118.168 OpgyBaHuuk (Taraxacum officinale) IgE, W8 1 855
A09.05.118.169 MogopoxHuk (Plantago lanceolata) IgE, W9 1 855
A09.05.118.171 MonbiHb ropbkas (Artemisia absinthum) IgE, W5 1 855
A09.05.118.172 MonbiHb 06bIkHOBEHHasA (Artemisia vulgaris) IgE, W6 1 855
A09.05.118.173 MocTeHHMua nekapcteeHHas (P. officinalis) IgE, W19 1 855
A09.05.118.177 Pomawwka (HuBsiHuk) (Ch. leucanthenum) IgE, W7 1 855
A09.05.118.162 /lebena yeueBmnueobpasHas (A. lentiformis) IgE, W15 1 855
A09.05.118.454 MonbiHb IgE (IMmunoCAP), wé 9 1180
A09.05.118.453 AM6p0o3us Bbicokas IgE (ImmunoCAP), wl 9 1180
A09.05.118.455 OpyBaHuuk IgE (ImmunoCAP), w8 9 1180
A09.05.118.456 Pomaluka IgE (ImmunoCAP), w206 9 1180
A09.05.118.450 Exa c6opHas IgE (ImmunoCAP), g3 9 1180
A09.05.118.458 MsaTauk nyrosoii IgE (ImmunoCAP), g8 9 1180
A09.05.118.457 /lncoxsocT nyrosoii IgE (ImmunoCAP), g16 9 1180
A09.05.118.451 OBcsiHMya nyrosas IgE (ImmunoCAP), g4 9 1180
A09.05.118.452 TumodpeeBka nyrosas IgE (ImmunoCAP), g6 9 1180
A09.05.118.459 MonbiHb ropbkas IgE (ImmunoCAP), w5 9 1180
A09.05.118.556 Mapb 6enas IgE (ImmunoCAP), w10 9 1180
A09.05.118.557 AM6pO3us noxHas (Franseria acanthicarpa) IgE 9 1180
(ImmunoCAP), w4
A09.05.118.558 AM6pO3us ronometenbyartas (Ambrosia psilostachya) IgE 9 1180
(ImmunoCAP), w2
A09.05.118.460 MoaconHeyHuk IgE (ImmunoCAP), w204 9 1180
A09.05.118.467 Mernvuunnud G IgE (ImmunoCAP), c1 9 1180
A09.05.118.468 Mernvumnnud V IgE (ImmunoCAP), c2 9 1180
A09.05.118.469 XnoprekcnauH IgE (ImmunoCAP), c8 9 1180
A09.05.118.370 Cost IgE (ImmunoCAP), f14 9 1180
A09.05.118.371 opox IgE (ImmunoCAP), f12 9 1180
A09.05.118.372 daconb 6enas (benble 606bl1) IgE (IMmmunoCAP), f15 9 1180
A09.05.118.422 [nioTeH (knelikoBuHa) IgE (ImmunoCAP), {79 9 1180
A09.05.118.415 MweHnua, nwexHnyHaa myka IgE (ImmunoCAP), f4 9 1180
A09.05.118.417 peunxa, rpeuniuHas myka IgE (ImmunoCAP), f11 9 1180
A09.05.118.416 OBec, oBcsHas Myka IgE (ImmunoCAP), f7 9 1180
A09.05.118.418 Puc, pucosas myka IgE (ImmunoCAP), f9 9 1180
A09.05.118.112 Poxb, pxaHaa myka IgE (ImmunoCAP), f5 9 1180
A09.05.118.419 Kykypy3a, Kykypy3Hasa myka IgE (ImmunoCAP), f8 9 1180
A09.05.118.421 Mpoco nocesHoe (nweHo) IgE (ImmunoCAP), f55 9 1180
A09.05.118.420 HAumeHb, AumMeHHasn Myka IgE (ImmunoCAP), f6 9 1180




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a
A09.05.118.387 Kosbe mosnoko IgE (ImmunoCAP), 300 9 1180
A09.05.118.386 Monoko IgE (ImmunoCAP), f2 9 1180
A09.05.118.390 Monoko kunsyeHoe IgE (ImmunoCAP), f231 9 1180
A09.05.118.388 Cblp ¢ nneceHbto IgE (ImmunoCAP), f82 9 1180
A09.05.118.389 Cblp Yeaaep IgE (ImmunoCAP), f81 9 1180
A09.05.118.385 lrossiguHa IgE (ImmunoCAP), f27 9 1180
A09.05.118.384 WHpaeiika, msico IgE (ImmunoCAP), 1284 9 1180
A09.05.118.383 Kypuua, msico IgE (ImmunoCAP), f83 9 1180
A09.05.118.381 CeuHuHa IgE (ImmunoCAP), f26 9 1180
A09.05.118.380 BapaxuHa IgE (ImmunoCAP), f88 9 1180
A09.05.118.382 Msico kponuka IgE (ImmunoCAP), 213 9 1180
A09.05.118.357 KapTtodoesnb IgE (ImmunoCAP), f35 9 1180
A09.05.118.356 MopkoBb IgE (ImmunoCAP), f31 9 1180
A09.05.118.358 Tomatbl IgE (ImmunoCAP), f25 9 1180
A09.05.118.361 TbikBa IgE (ImmunoCAP), f225 9 1180
A09.05.118.369 LiBeTHas kanycta IgE (ImmunoCAP), f291 9 1180
A09.05.118.359 BaknaxaH IgE (ImmunoCAP), 262 9 1180
A09.05.118.364 Bpokkonu IgE (ImmunoCAP), f260 9 1180
A09.05.118.365 Kanycta 6enokoyaHHas IgE (ImmunoCAP), 216 9 1180
A09.05.118.366 Jlyk IgE (ImmunoCAP), f48 9 1180
A09.05.118.360 Orypey, IgE (ImmunoCAP), f244 9 1180
A09.05.118.363 Manpuka, cnagkuii neped IgE (ImmunoCAP), f218 9 1180
A09.05.118.362 CaxapHas csekna IgE (ImmunoCAP), f227 9 1180
A09.05.118.367 Cenbgepeli IgE (ImmunoCAP), f85 9 1180
A09.05.118.368 LnuHat IgE (ImmunoCAP), f214 9 1180
A09.05.118.377 ductawka IgE (ImmunoCAP), f203 9 1180
A09.05.118.378 Opex kewbto IgE (ImmunoCAP), 202 9 1180
A09.05.118.373 Apaxuc IgE (ImmunoCAP), f13 9 1180
A09.05.118.375 'peukuii opex IgE (ImmunoCAP), f256 9 1180
A09.05.118.376 MwuHgasnb IgE (ImmunoCAP), 20 9 1180
A09.05.118.374 dyHayk IgE (ImmunoCAP), f17 9 1180
A09.05.118.379 Keaposblii opex IgE (ImmunoCAP), 1253 9 1180
A09.05.118.401 NeTpyuwka IgE (ImmunoCAP), f86 9 1180
A09.05.118.411 CemeHa nogconHeyHuka IgE (ImmunoCAP), k84 9 1180
A09.05.118.407 POXOkM nekapckue IgE (ImmunoCAP), f45 9 1180
A09.05.118.402 Kakao IgE (ImmunoCAP), f93 9 1180
A09.05.118.403 Kodpe, 3epHa IgE (ImmunoCAP), f221 9 1180
A09.05.118.405 Banunb IgE (ImmunoCAP), 234 9 1180
A09.05.118.400 pun6bI (WamnuHboHbI) IgE (ImmunoCAP), 212 9 1180
A09.05.118.409 KynxyT IgE (ImmunoCAP), 10 9 1180
A09.05.118.406 CemeHa maka IgE (ImmunoCAP), 224 9 1180
A09.05.118.404 Yaii IgE (ImmunoCAP), f222 9 1180
A09.05.118.410 YecHok IgE (ImmunoCAP), f47 9 1180
A09.05.118.408 DKenaTvH koposuii (Nuwesas gobaska E441) IgE 9 1180
(ImmunoCAP), c74

A09.05.118.554 Ykpon IgE (ImmunoCAP), 277 9 1180
A09.05.118.395 KpeseTtka IgE (ImmunoCAP), f24 9 1180
A09.05.118.393 Nocock IgE (ImmunoCAP), f41 9 1180
A09.05.118.391 Tpecka IgE (ImmunoCAP), f3 9 1180
A09.05.118.398 dopesnb IgE (ImmunoCAP), 204 9 1180
A09.05.118.396 Kanbmap IgE (ImmunoCAP), f258 9 1180
A09.05.118.394 Kpab IgE (ImmunoCAP), {23 9 1180
A09.05.118.397 CuHas muams IgE (ImmunoCAP), f37 9 1180
A09.05.118.392 TyHew IgE (ImmunoCAP), f40 9 1180
A09.05.118.399 Mosnstock IgE (ImmunoCAP), 207 9 1180
A09.05.118.336 AnenbcuH IgE (ImmunoCAP), f33 9 1180
A09.05.118.350 Kny6Huka IgE (ImmunoCAP), f44 9 1180
A09.05.118.338 JlumoH IgE (ImmunoCAP), f208 9 1180
A09.05.118.339 A6n0ko IgE (ImmunoCAP), f49 9 1180
A09.05.118.343 Abpukoc IgE (ImmunoCAP), f237 9 1180
A09.05.118.347 Asokafio IgE (ImmunoCAP), f96 9 1180
A09.05.118.346 AHaHac IgE (ImmunoCAP), 210 9 1180
A09.05.118.349 Ap6y3 IgE (ImmunoCAP), f329 9 1180
A09.05.118.342 BaHaH IgE (ImmunoCAP), f92 9 1180
A09.05.118.344 BuHorpag IgE (ImmunoCAP), 259 9 1180
A09.05.118.351 BuwHsa IgE (ImmunoCAP), f242 9 1180
A09.05.118.354 IpeiindpyT IgE (ImmunoCAP), 209 9 1180
A09.05.118.340 pywa IgE (ImmunoCAP), f94 9 1180
A09.05.118.348 biHA IgE (ImmunoCAP), f87 9 1180
A09.05.118.345 Kueu IgE (ImmunoCAP), f84 9 1180
A09.05.118.353 ManwuHa IgE (ImmunoCAP), f343 9 1180
A09.05.118.355 MaHro IgE (ImmunoCAP), f91 9 1180




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
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A09.05.118.337 MaHgapviH IgE (ImmunoCAP), 302 9 1180
A09.05.118.341 Mepcuk IgE (ImmunoCAP), f95 9 1180
A09.05.118.352 CmopogaunHa KpacHas IgE (ImmunoCAP), 322 9 1180
A09.05.118.412 AnuHblii 6enok IgE (ImmunoCAP), f1 9 1180
A09.05.118.413 AnuHbIii xxentok IgE (ImmunoCAP), 75 9 1180
A09.05.118.414 Ao IgE (ImmunoCAP), 245 9 1180
A09.05.118.047 Yeyesuua IgE, F235 1 855
A09.05.118.041 Bo6bl coesble IgE, F14 1 855
A09.05.118.042 lopoluek 3eneHblii IgE, F12 1 855
A09.05.118.043 HyT (Typeukuii ropox) IgE, F309 1 855
A09.05.118.044 daconb 6enas IgE, F15 1 855
A09.05.118.045 Pacosib 3eneHasn IgE, F315 1 855
A09.05.118.046 daconb KpacHas IgE, F287 1 855
A09.05.118.103 KneiikoBuHa (rntoTeH) IgE, F79 1 855
A09.05.118.104 Myka rpeyHesas IgE, F11 1 855
A09.05.118.105 Myka Kykypy3Has IgE, F8 1 855
A09.05.118.106 Myka oBcaHas IgE, F7 1 1 865
A09.05.118.107 Myka nwexunyHas IgE, F4 1 855
A09.05.118.108 Myka pxaHas IgE, F5 1 855
A09.05.118.109 Myka sumeHHas IgE, F6 1 855
A09.05.118.110 Mpoco IgE, F55 1 855
A09.05.118.111 Puc IgE, F9 1 855
A09.05.118.063 Monoko koposbe IgE, F2 1 855
A09.05.118.062 Monoko kunsyeHoe IgE, F231 1 855
A09.05.118.065 CbIBOpOTKa MosiovHas IgE, F236 1 855
A09.05.118.059 Anba-nakroanbbymuH IgE, F76 1 855
A09.05.118.060 Beta-naktornobynuH IgE, F77 1 855
A09.05.118.061 KasewH IgE, F78 1 855
A09.05.118.067 Coblp Tvna "Yegnep" IgE, F81 1 740
A09.05.118.066 Cblp Tvna "Moyng" IgE, F82 1 855
A09.05.118.064 Ko3be monoko IgE, F219 7 1140
A09.05.118.058 CsuHuHa IgE, F26 1 855
A09.05.118.055 lossgvHa IgE, F27 1 855
A09.05.118.054 bapaHvHa IgE, F88 1 855
A09.05.118.056 WHpaeiika IgE, F284 1 855
A09.05.118.057 KypuHoe msco IgE, F83 1 855
A09.05.118.024 baknaxaH IgE, F262 1 855
A09.05.118.025 KanycTa 6pokkonu IgE, F260 1 855
A09.05.118.026 KanycTa 6ptoccenbckas IgE, F217 1 855
A09.05.118.027 KanycTa koyaHHas IgE, F216 1 855
A09.05.118.028 KanycTa usetHas IgE, F291 1 855
A09.05.118.029 KapTtodpens IgE, F35 1 855
A09.05.118.031 Mopkosb IgE, F31 1 855
A09.05.118.039 Toikea IgE, F225 1 855
A09.05.118.038 Towmar IgE, F25 1 855
A09.05.118.032 Orypeu IgE, F244 1 855
A09.05.118.037 Cnapxa IgE, F261 1 855
A09.05.118.035 MeTtpyLika IgE, F86 1 855
A09.05.118.036 Cenbgepeii IgE, F85 1 855
A09.05.118.040 LWnuHart IgE, F214 1 855
A09.05.118.030 Jyk IgE, F48 1 855
A09.05.118.034 MepeL KpacHbIii (nanpuka) IgE, F218 1 855
A09.05.118.033 MNepeL 3eneHblii IgE, F263 1 855
A09.05.118.048 Apaxuc IgE, F13 1 855
A09.05.118.049 peuknii opex IgE, F256 1 855
A09.05.118.051 MuHgans IgE, F20 1 855
A09.05.118.050 Kewwbto IgE, F202 1 855
A09.05.118.052 PucrtaLuku IgE, F203 1 855
A09.05.118.053 dyHayk IgE, F17 1 855
A09.05.118.083 pun6bI (WamnuHbOHBbI) IgE, F212 1 855
A09.05.118.090 KyhxyT IgE, F10 1 855
A09.05.118.089 Kodpe IgE, F221 1 2305
A09.05.118.087 Kakao IgE, F93 1 855
A09.05.118.096 LWokonag IgE, F105 1 855
A09.05.118.084 POXOKM nekapckue IgE, F45 1 855
A09.05.118.085 POXOKM nuBHbIe IgE, F403 1 855
A09.05.118.095 Cornog IgE, F90 1 855
A09.05.118.097 YecHok IgE, F47 1 855
A09.05.118.081 Banunb IgE, F234 1 855
A09.05.118.082 lopunua IgE, F89 1 855




Kog M3P® (n.804H) HanmeHoBaHue ycnyru Cpok, LeHa
Ka/leHA,. |pO3HU4YHa
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A09.05.118.086 Mmbups IgE, F270 1 855
A09.05.118.088 Kappwu (npunpasa) IgE, F281 1 855
A09.05.118.091 laBpoBblIii nncT IgE, F278 1 855
A09.05.118.093 Msrta IgE, F405 1 855
A09.05.118.094 Mepew, yepHbIii IgE, F280 1 855
A09.05.118.092 Macno nogconHeyHoe IgE, K84 1 855
A09.05.118.069 Kambana IgE, F254 1 855
A09.05.118.073 Nococs IgE, F41 1 855
A09.05.118.075 CappvHa IgE, F61 1 855
A09.05.118.076 Ckym6pus IgE, F50 1 855
A09.05.118.077 Tpecka IgE, F3 1 855
A09.05.118.078 TyHey IgE, F40 1 855
A09.05.118.080 dopens IgE, F204 1 855
A09.05.118.070 Kpab IgE, F23 1 855
A09.05.118.071 KpeseTku IgE, F24 1 855
A09.05.118.072 JlobeTep (omap) IgE, F80 1 855
A09.05.118.074 Mwugus IgE, F37 1 855
A09.05.118.068 Ipebewok IgE, F338 1 855
A09.05.118.079 Yctpuupl IgE, F290 1 855
A09.05.118.001 Abpukoc IgE, F237 1 855
A09.05.118.002 ABokafo IgE, F96 1 855
A09.05.118.003 AnaHac IgE, F210 1 855
A09.05.118.004 AnenbcuH IgE, F33 1 855
A09.05.118.005 banaH IgE, F92 1 855
A09.05.118.006 BuHorpag IgE, F259 1 855
A09.05.118.007 Buwns IgE, F242 1 855
A09.05.118.008 peiincpyT IgE, F209 1 855
A09.05.118.009 Ipywa IgE, F94 1 855
A09.05.118.010 biHs IgE, F87 1 855
A09.05.118.011 Wrxup IgE, F402 1 855
A09.05.118.012 Kueu IgE, F84 1 855
A09.05.118.013 Kny6Huka IgE, F44 1 855
A09.05.118.014 Kokoc IgE, F36 1 855
A09.05.118.015 /lumoH IgE, F208 1 2780
A09.05.118.016 Matro IgE, F91 1 855
A09.05.118.017 MNepcuk IgE, F95 1 855
A09.05.118.018 CnuBa IgE, F255 1 855
A09.05.118.019 Xypma IgE, F301 1 855
A09.05.118.020 A6noko IgE, F49 1 855
A09.05.118.021 Arogpl (4epHUKa, ronyouka, 6pycHuka) IgE, F288 1 855
A09.05.118.022 MaHgapwvH IgE, F34 7 1545
A09.05.118.023 duHukm IgE, F289 1 855
A09.05.118.098 Ao kypvHoe IgE, F245 1 855
A09.05.118.100 DXKenTtok sinyHblii IgE, F75 1 855
A09.05.118.099 Benok sanuHbliii IgE, F1 1 855
A09.05.118.101 OsanbbymuH IgE, F232 1 855
A09.05.118.102 Osomykoug IgE, F233 1 855
A09.05.118.272 Yeuesuua IgG, F235 1 855
A09.05.118.266 Bobbi coesble 1gG, F14 1 855
A09.05.118.267 lopoluek 3enexblin IgG, F12 1 855
A09.05.118.268 HyT (Typeukuii ropox) IgG, F309 1 855
A09.05.118.269 daconb benas IgG, F15 1 855
A09.05.118.270 Pacosib 3eneHasn IgG, F315 1 855
A09.05.118.271 daconb KpacHas 19gG, F287 1 855
A09.05.118.327 KnelikoBuHa (rnoteH) IgG, F79 1 855
A09.05.118.328 Myka rpeyHesas 1gG, F11 1 855
A09.05.118.329 Myka Kykypy3sHas IgG, F8 1 855
A09.05.118.330 Myka oBcaHas IgG, F7 1 855
A09.05.118.331 Myka nwexunyHas 1gG, F4 1 855
A09.05.118.332 Myka pxaHas 1gG, F5 1 855
A09.05.118.333 Myka aumeHHas 1gG, F6 1 855
A09.05.118.334 Mpoco IgG, F55 1 855
A09.05.118.335 Puc IgG, F9 1 855
A09.05.118.288 Monoko kopoBbe IgG, F2 1 855
A09.05.118.287 Monoko kunsyeHoe 1gG, F231 1 855
A09.05.118.289 CblBOpOTKa MosiouHas IgG, F236 1 855
A09.05.118.284 Anba-nakroanbbymuH IgG, F76 1 855
A09.05.118.285 Beta-nakrornobynuH IgG, F77 1 855
A09.05.118.286 KasewuH IgG, F78 1 895
A09.05.118.291 Cblp Tvna "Yegaep" IgG, F81 1 740
A09.05.118.290 Coblp Tvna "Moyng'" IgG, F82 1 855
|[A09.05.118.283 [CBuHuHa IgG, F26 1 855




Kog M3P® (n.804H) HanmeHoBaHue ycnyru Cpok, LeHa
KaneHa. [ po3HU4YHa
LHU a
A09.05.118.280 lroBaguHa IgG, F27 1 855
A09.05.118.279 BapaHuHa IgG, F88 1 855
A09.05.118.281 WNupeiika IgG, F 284 1 855
A09.05.118.282 KypuHoe msco 1gG, F83 1 855
A09.05.118.249 BaknaxaH 1gG, F262 1 855
A09.05.118.250 Kanycta 6pokkonu 1gG, F260 1 855
A09.05.118.251 Kanycta 6ptoccenbckas 1gG, F217 1 855
A09.05.118.252 KanycTa koyaHHas 1gG, F216 1 855
A09.05.118.253 Kanycta useTtHas IgG, F291 1 855
A09.05.118.254 KapTtodpens IgG, F35 1 855
A09.05.118.256 Mopkosb 1gG, F31 1 855
A09.05.118.264 ThikBa IgG, F225 1 855
A09.05.118.263 Tomar IgG, F25 1 855
A09.05.118.257 Orypel IgG, F244 1 855
A09.05.118.262 Cnapxa IgG, F261 1 855
A09.05.118.260 MeTpyuika IgG, F86 1 855
A09.05.118.261 Cenbgepeii IgG, F85 1 855
A09.05.118.265 LWnuHart 1gG, F214 1 855
A09.05.118.255 Jyk 1gG, F48 1 855
A09.05.118.259 MepeL, kpacHbIii (nanpuka) 1gG, F218 1 855
A09.05.118.258 MNepel, 3eneHblii IgG, F263 1 855
A09.05.118.273 Apaxuc 1gG, F13 1 855
A09.05.118.274 'peukuii opex IgG, F256 1 855
A09.05.118.276 MwuHgans IgG, F20 1 855
A09.05.118.275 Kewwbto 19G, F202 1 855
A09.05.118.277 ductawkm IgG, F203 1 855
A09.05.118.278 dyHayk 1gG, F17 1 855
A09.05.118.320 YecHok IgG, F47 1 855
A09.05.118.307 [pun6bI (LWamnuHbOHSLI) IgG, F212 1 855
A09.05.118.314 KynxyT 1gG, F10 1 855
A09.05.118.313 Kodoe IgG, F221 1 855
A09.05.118.311 Kakao IgG, F93 1 855
A09.05.118.321 LWokonag IgG, F105 1 855
A09.05.118.308 pPoXokn nekapckue 1gG, F45 1 855
A09.05.118.309 POXOKM NuBHble 1gG, F403 1 855
A09.05.118.319 Conog lgG, F90 1 855
A09.05.118.305 Banwib IgG, F234 1 855
A09.05.118.306 lopunua 1gG, F89 1 855
A09.05.118.310 m6upb 1gG, F270 1 855
A09.05.118.312 Kappu (npunpasa) IgG, F281 1 855
A09.05.118.315 laBpoBbIii nncT IgG, F278 1 855
A09.05.118.317 Msra IgG, F405 1 855
A09.05.118.318 Mepel YepHslii IgG, F280 1 855
A09.05.118.316 Macno nogconHeuHoe 1gG, K84 1 855
A09.05.118.293 Kambana IgG, F254 1 855
A09.05.118.297 lococs 1gG, F41 1 855
A09.05.118.299 CapguHa lgG, F61 1 855
A09.05.118.300 Ckym6pus 1gG, F50 1 855
A09.05.118.301 Tpecka IgG, F3 1 855
A09.05.118.302 TyHeuy IgG, F40 1 855
A09.05.118.304 Popenb IgG, F204 1 855
A09.05.118.294 Kpab 1gG, F23 1 855
A09.05.118.295 KpeseTku I9G, F24 1 855
A09.05.118.296 Nlo6eTep (omap) IgG, F80 1 855
A09.05.118.298 Munaws 1gG, F37 1 855
A09.05.118.292 pebewok IgG, F338 1 855
A09.05.118.303 Yctpuubl 19G, F290 1 855
A09.05.118.227 Abpukoc 1gG, F237 1 855
A09.05.118.228 Asokafio IgG, F96 1 855
A09.05.118.229 AHaHac IgG, F210 1 855
A09.05.118.230 AnesnbcuH IgG, F33 1 855
A09.05.118.231 BaHaH 1gG, F92 1 855
A09.05.118.232 BuHorpag 19G, F259 1 855
A09.05.118.233 BuwHsa 19G, F242 1 855
A09.05.118.234 IpeiindpyT IgG, F209 1 855
A09.05.118.235 pywa IgG, F94 1 855
A09.05.118.236 biHs IgG, F87 1 855
A09.05.118.237 MHxup 1gG, F402 1 855
A09.05.118.238 Kusm IgG, F84 1 855
A09.05.118.239 Kny6Huka IgG, F44 1 855
A09.05.118.240 Kokoc IgG, F36 1 855
A09.05.118.241 /lumoH 1gG, F208 1 855
A09.05.118.242 Marro IgG, F91 1 855
A09.05.118.243 Mepcuk IgG, F95 1 855




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a
A09.05.118.244 Cnusa lgG, F255 1 855
A09.05.118.245 Xypma IgG, F301 1 855
A09.05.118.246 A6n0ko IgG, F49 1 855
A09.05.118.247 Arofbl (4epHuKa, ronybuka, 6pycHuka) IgG, F288 1 855
A09.05.118.248 PuHukn 1gG, F289 1 855
A09.05.118.322 Aliuo kypuHoe 1gG, F245 1 855
A09.05.118.324 DKenTok sinuHblii IgG, F75 1 855
A09.05.118.323 Benok sanuHebliii IgG, F1 1 855
A09.05.118.325 OBanbbymuH IgG, F232 1 855
A09.05.118.326 Osomykoug 19G, F233 1 855
A09.05.118.466 dopmanbgervg (popmanun) Ige (ImmunoCAP), k80 9 1180
A09.05.118.465 Natekc IgE (ImmunoCAP), k82 9 1180
B03.002.004.081 /Anneprokommnsekc npu actme/puHuTe B3pochnble 2 IgE 9 8 705
(ImMmunoCAP) (OCHOBHbIE MHra/IALMOHHbIE aslfIepreHsbi:
KoLKa, cobaka, knew, d1, Tumocheeska, 6epesa, NosbiHb;
[AOMOSTHUTE bHbIE UHTANALMOHHBIE: ambpo3us, NeCHeBbIV
B03.002.004.082 Avéprokomnnekc npu actme/punute getu 2 IgE 9 8 705
(ImMmunoCAP) (OCHOBHbIE NHT/IALMOHHbIE alNIEPreHbI:
Kowlka, cobaka, knew, d1, Tumodpeeska, 6epesa, NosblHb;
OCHOBHbIE MULLEBbIE: ANYHBIN 6EM10K, MOJIOKO)
B03.002.004.083 /Anneprokomnsiekc npu sk3eme 3 IgE (ImmunoCAP) 9 8 705
(OCHOBHbIE UHTaNALMOHHbIE a/lNEPreHbl: KOLLKa, cobaka,
Knewy d1; OCHOBHblE NULLEBLIE: ANYHbIN 6EMOK, MOJOKO,
Tpecka, nweHuua, cosi; 4OMNOSHUTE NbHbIE NULLIEBbIE: apaxuc,
KPEBETKA)
B03.002.004.007 MecTHble aHecTeTukn Ne 1 AptukavH/CkaHgoHecT, IgE 4 1 655
B03.002.004.008 MecTHble aHecTeTukn Ne 2 HoBokauH//lngokauH, IgE 4 1655
B03.002.004.003 /Anneprokomniekc cMmellaHHblid Nel, IgE, N®A: knewy d1/d2, 7 6 620
onbxa, 6epesa, neLmHa, CM.Tpas, POXb, MNOSbIHb,
NoJ0POXHUK, KOLLIKA, slolwaab, cobaka, A.alternata,
I1M4.6€/10K, MOJIOKO, apaxmc, /1IeC.0peX, MOPKOBb,
B03.002.004.009 RGP oVONRneke pecnpaTopHbi Ne2,IgE, ®A: kneLy 7 6 620
d1/d2, onbxa, 6epesa, newmHa, gy6, cM.Tpas, poXb, NOSbIHb,
NoAOPOXHUK, KOLLIKA, Slolwafb, cobaka, MOp.CBUHKA, XOMSIK,
Kponuk, Penic.notat., Cl.herbar., Asp.fumigat., A.alternata
B03.002.004.005 Anneprokomnnekc nuwesoi 3, IgE, NDA: doyHayK, apaxuc, 7 6 620
rpeL,.opex, MMHA.0peX, MOJIOKO, AnY.6€N0KKeNTOK, Ka3eunH,
KapTodhenb, cenbaepeii, MOPKOBb, TOMaTbl, Tpecka, kpao,
anenbCuH, I6/10K0, MLIEHUY.MyKa, PX.MyKa, KYHXYT, Cosl
B03.002.004.004 Anneprokomnnekc negnatpuuecknii 4, IgE, NDA: knew, d1/d2, 7 6 620
6epesa, CM.Tpas, Kollka, cobaka, A.alternata, Monoko, a-
naxkTasnb6., b-nakTornob., kasevH, sud.6enokhentok, BCA,
COS1, MOPKOBb, KapTodhe b, NEeHNY.MyKa, yHAYK, apaxmc
A09.05.234 D031HODUIIBHBIV KaTUOHHbIV 6enok (ECP) 1 1415
A09.05.243 TpunTasa 11 3925
A09.05.054.001 ViMMyHorno6ynvH E (IgE) 1 850
B03.002.004.038 MaHenb annepreHoB aepeBbeB No2 IgE (KeH SiCEHETUCTHbIN, 1 2525
TONONb, BA3, Ay6, NekaH-CyMMapHO)
B03.002.004.039 Manenb annepreHos gepesbes Ne5 IgE (on1bxa, newiyHa 1 2525
06bIKHOBEHHAS, BAI3, 1BA, TONO/b - CyMMapHO)
B03.002.004.040 MaHenb annepreHos gepesbeB Ne9 IgE (onbxa, 6epesa, 1 2525
newiHa 06bIKHOBEHHAsA, Ay6, 1Ba - CyMMapHO)
B03.002.004.037 MaHenb annepreHoB aepeBbeB Nol IQE (K1eH iCEHETUCTHbIN, 1 2525
6epesa, BAA3, Ay0, rPeLknii opex - CyMMapHO)
B03.002.004.089 Manens annepreHos gepesbes IgE IMmMunoCAP, tx9 (MUKCT 11 1665
nbiibLa flepeBbeB: O/bxa cepasi, bepesa 6opogasyaras,
newmHa 06bIKHOBEHHAs, fy6 6enblli, nBa 6enas - cymMMapHo)
B03.002.004.090 MaHenb annepreHoB kK CMecu NblbLbl epesbes IgE 11 1665
ImmunoCAP, tx5 (onbxa cepas t2, newuHa t4, Bs3 t8, nea
t12, Tononb t14 - cymMapHo)
B03.002.004.091 MaHenb annepreHoB kK CMecu Nbl/bLbl epeBbes IgE 11 1665
ImmunoCAP, tx6 (KneH SiceHeNNCTHbIN t1, 6epesa
6opopaByartas t3, 6yk KpYNHONUCTHBIN t5, Ay6 t7, rpeukuii
opex t10 - cyMMapHo)
B03.002.004.032 MaHenb annepreHoB XMBOTHbIX Nl IgE (anuTenuii koLku, 1 2525
nepxoTb siowaan, NepXoTb KOPOBbI, NEPX0Tb COBaKM -
CyMMapHO)
B03.002.004.033 MaHenb annepreHoB XMBOTHbIX Ne70 IgE (anuTenuii mopckoii 1 2525
CBVHKW, 3NUTENNIA KPONMKA, XOMSIK, KpbICa, MblLLb -
B03.002.004.034 EVAMARHZI nepreHoB XMBOTHbIX/Mepbs NTuL, Ne71 IgE (nepo 1 2525

rycsi, Nepo KypuLibl, NEPO YTKX, NEPO MHAOKA - CYMMapHO)




Kog M3P® (n.804H)

HavumeHoBaHue ycnyru

Cpok,
KaneHg.
OHN

LleHa
PO3HUYHA
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B03.002.004.035

Marenb annepreHoB XMBOTHbIX/Nepba NTuL, Ne72 IgE (nepo
BOJIHACTOrO Monyrasi, nepo nonyras, Nepo KaHapewku -
CyMMapHO)

2525

B03.002.004.031

MaHenb npodheccnoHasibHbIX annepreHos Nel IgE (nepxoTb
nowiaan, NepxoTb KOPOBbI, NEPO rycs, Nepo KypuLibl -

2525

CyMMapHOo)

B03.002.004.088

MaHenb annepreHos XMBOTHLIX IgE IMmunoCAP, ex71
(MUKCT nepbs NTWL: TYCS, KypULLbl, YTKU, NHAENKN - CyMMapHO)

11

1665

B03.002.004.086

MaHenb annepreHoB XWBOTHbIX, anuTenuii IgE ImmunoCAP,
ex1 (MUKCT NepxoTb: KOLLKKU, cobaku, nolaan, Koposbl -

11

1665

B03.002.004.087

EYAMABHZI NepreHoB XMBOTHbIX IgE IMMUNOCAP, ex2 (MUKCT:
NEepXoTb KOLLKM, NEePX0Tb COBaKM, AMUTENNA MOPCKO CBUHK,
KpbICa, MbliLLb - CYMMapHO)

11

1665

B03.002.004.084

MaHenb annepreHos XMBOTHLIX IgE IMmunoCAP, ex70
(anuTenuii MOpCKoi CBUHKK €6, anuTennii kponvka e82,
anuTenuii xomsika e84, Kpbicbl €87, Mbilb €88 - CyMMapHO)

11

1665

B03.002.004.085

MaHenb annepreHos XuMBOTHLIX IgE IMmunoCAP, ex72
(nepbs NTUL,: BO/IHUCTOrO Nonyraiiuuka €78, kaHapeiikn e201,
[IMHHOXBOCTOrO nonyrainyvka €196, nonyras €213, Bblopka
e214 - cymMapHo)

11

1665

B03.002.004.042

MaHenb annepreHos Tpas Nel IgE (exa c6opHas, oBcsHMLA
nyroBasi, poXb MHOFOfIETHAS, TUMODEEBKa, MST/IUK JTyrOBOWA -
CyMMapHO)

2525

B03.002.004.043

MaHenb annepreHos Tpas Ne3 IgE (KONOCOK AYLUMCTbINA, POXb
MHOTO/IETHSIS, TUMO(IEEBKA, POXb Ky/IbTUBMPOBAHHAS,
6yXapHUK LLEPCTUCTbIN - CyMMapHO)

2525

B03.002.004.044

[MaHenb annepreHoB COpHbIX pacTeHuii n usetoB Nel IgE
(aMbp0o3nsi 06bIKHOBEHHAS, MOJbIHb 06bIKHOBEHHAS,
NOAOPOXHUK, Mapb 6enas, 30/1bHUK/CONAHKA - CYMMapHO)

2525

B03.002.004.045

MaHenb annepreHoB COpHbIX pacTeHuii n usetoB Ne3 IgE
(NoNbIHb 06LIKHOBEHHAS!, NOAOPOXHMK, Mapb 6enas,
30/10TapHYIK, Kpanvea fBYLOMHas - CYMMapHO)

2525

B03.002.004.046

MaHe b anniepreHoB COPHbIX pacTeHwuii 1 useToB Ne5 IgE
(aM6p03ns 06bIKHOBEHHAS!, MNOJIbIHb 0ObIKHOBEHHAS,
30/10TAPHVIK, HUBSHWK, OAYBaHUYMK NIeKapCTBEHHbIN -

2525

CyMMapHO)

B03.002.004.092

MaHenb annepreHos 3nakosbix Tpas IgE ImmunoCAP, gx1
(MUKCT Nbl/ibLA 3N1aKO0BbIX: €Xa c6opHas, oBCAHULA f1yroeas,
nnesen, TMModheeBka /1yroBasi, MAT/IMK JTyTOBOW - CyMMapHO)

11

1665

B03.002.004.094

MaHenb annepreHoB copHbIx Tpas IgE ImmunoCAP, wx3
(NoNbIHb W6, MOJOPOXHYK NaHLEeTOBUAHbIA W9, mMapb w10,
30M10TapHUK w12, kpanuea AByAoMHan w20 - CyMMapHO)

11

1665

B03.002.004.074

MaHenb annepreHos copHbIX Tpas IgE ImmunoCAP, wx1
(ambpo3nsa Bbicokas W1, NoMbiHb W6, NOA0POXHUK
[NaHLeToNNCTHbI W9, Mapb 6enast wl0, 30/1bHMK/CONsHKA
w11l - cymmapHo)

11

1665

B03.002.004.093

MaHenb annepreHoB CopHbIX Tpas IgE IMmunoCAP, wx2
(ambpo3usa roslomeTenbyatas W2, nosibiHb W6, NoLOPOXHMK
[naHLUeToBMAHbIA W9, Mapb w10, nebeaa YeueBunLeBnaHasA
w15 - cymmapHo)

11

1665

B03.002.004.161

MaHenb annepreHos am6po3umn IgE ImmunoCAP, wx209
(AM6pO3us Bbicokas wl, AM6po3us ronomeTtensyaTas w2,
AMOPO3UsA TpexpaszesibHas W3 - CyMMapHO)

1665

B03.002.004.047

MaHenb nHranaumoHHbIx annepreHos Nel IgE (exa cbopHas,
TUMOodheeBka, AMOHCKMIA keap, ambpo3ns 06bIKHOBEHHAS,
NoJIbIHb 0O6bIKHOBEHHAS - CYMMapHO)

2525

B03.002.004.048

MaHenb UHranAaumMoHHbIX annepreHos Ne2 IgE (TumocpeeBka,
nnecHeBbli rpub (Alternaria tenuis), 6epesa, NosbiHb
06bIKHOBEHHAS! - CyMMapHO)

2525

B03.002.004.049

MaHenb UHranauMoHHbIX annepreHos Ne3 IgE (knewy, -
nepmatodyar NepVHHLINA, ANUTENNIA KOLLKWU, aNMTeNnin cobaku,
nnecHesbl rpn6 Aspergillus fumigatus - cymmapHo)

2525

B03.002.004.050

MaHenb MHransILMoHHbIX annepreHoB Ne6 IgE (nnecHeBblIi
rpu6 Cladosporium herbarum, TumodheeBka, nnecHeBbIl rpyud
Alternaria tenuis, 6epe3sa, NonbiHb 06bIKHOBEHHAS -

2525

B03.002.004.051

PAEARHRIransiLonHbIx annepreros Ne7 IgE (anuTenuii
KOLLIKM, KNelll-epMaTochar NepyHHbIN, NepxoThb owwazy,
nepxoTb CO6aKN, ANUTENNIA KPOSIUKA - CYMMApHO)

2525

B03.002.004.052

MaHenb nHransaumoHHbIx annepreHos Ne8 IgE (anuTtenuii
KOLLIKM, KNel-aepmaTodhar nepuHHbIiA, 6epesa, nepxoTb
cob6aku, NosibiIHb 0ObIKHOBEHHAS, TUMODEEBKA, POXb
KyNbTUBMPOBaHHas, nnecHesblin rpnb Cladosporum herbarum
- CyMMapHO)

2525

B03.002.004.053

MaHenb nHransaumoHHbIx annepreHos Ne9 IgE (anuTtenuii
KOLLKV, NepxoTb cobaku, OBCAHMLA /TyroBasi, MNiecHeBbIi rpnb

Alternaria tenuis, NogopoOXHUK - CyMMapHO)

2525




Kog M3P® (n.804H)

HavumeHoBaHue ycnyru
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LleHa
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B03.002.004.013

MaHenb annepreHos nnecexn Nel IgE (penicillium notatum,
cladosporium herbarum, aspergillus fumigatus, candida
albicans, alternaria tenuis - cymmapHo)

2525

B03.002.004.015

MaHenb annepreHos nbiay Nel IgE (aomaluHas nbinb Greer,
KneL-gepmarochar NepyHHbIN, kiel-gepmarochar My4Hoi,
TapakaH - CyMMapHo)

2525

B03.002.004.016

MaHenb annepreHos nnecexu IgE, TM9 (Penicillium
chrysogenum notatum m1, Cladosporium herbarum m2,

Aspergillus fumigatus m3, Candida albicans m5, Alternaria
tenuis alternata m6, Helminthospor. Halodes m8 - cymmapHo)

2525

B03.002.004.077

MaHenb 6bITOBbLIX asiiepreHos IgE IMmunoCAP, hx2 (MUKCT:
[AOMAaLLHAS Nblb, KeL, goMallHel nbiv D.pteronyssinus,
Knewy gomaluHeli nbinm D. farinae, TapakaH pbbkuii -

11

1665

CyMMapHO)

B03.002.004.014

MaHenb knewesbix annepreHoB Nel IgE (knew-gepmartodhar
nepuHHBbIA, My4Hol, dermatophagoides microceras,
lepidoglyphus destructor, tyrophagus putrescentiae,
glycyphagus domesticus, euroglyphus maynei, blomia

2525

tropicatis=cymmr)

B03.002.004.107

MaHenb annepreHos nnecenn IgE ImmMunoCAP, mx1 (MUKCT:
Penicillium chrysogenum, Cladosporium herbarum,
Aspergillus fumigatus, Alternaria alternata - cymmapHo)

11

1665

B03.002.004.108

MaHenb annepreHos nnecexun IgE ImmunoCAP, mx2
(Penicillium chrysogenum m1, Cladosporium herbarum m2,
Aspergillus fumigatus m3, Alternaria alternata mé,
Setomelanomma rostrata m8 - cymmapHo)

11

1665

B03.002.004.017

MaHenb nuwesbix annepreHos Nel IgE (apaxuc, MMHAanb,
chyHAYK, KOKOC, 6pasunibCKuii opex - CyMMapHo)

2525

B03.002.004.018

MaHenb nuesbIx annepreHos Ne2 IgE (Tpecka, TyHel,
KpeBeTKW, 10COCh, MUAUMN - CYMMapHO)

2525

B03.002.004.019

MaHenb nuwesbix annepreHoB Ne3 IgE (NWwWeHNYHas Myka,
OBCSIHasA Myka, KyKypy3Has Myka, CemMmeHa KyHxyTa, rpeyHesas
Myka - CyMMapHOo)

2525

B03.002.004.020

MaHenb nuwwesbix annepreHoB Ne5 IgE (AnyHbIl 6ok,
MOJIOKO, TPecka, NeHnYHas Myka, apaxuc, coesble 6006bl -

2525

B03.002.004.021

FMMARHMLLeBLIX annepreHoB Ne6 IgE (puc, cemeHa
KyHXyTa, NWEHNYHas MyKa, rpeuHeBas Myka, Coesble 606bI -

2525

B03.002.004.022

EVAMARHMLLEBLIX annepreHoB Ne7 IgE (3MuHbIi 6enoK, puc,
KOpPOBbE MOJIOKO, apaxmuc, NeHNYHan Myka, coeBble 6006blI -
CyMMapHO)

2525

B03.002.004.023

MaHenb nuwesbix annepreHoB Nel3 IgE (ropox, 6enas
chaconb,MOPKOBb, KapTodesib - CyMMapHO)

2525

B03.002.004.024

MaHenb nuwesbix annepreHoB Nel5 IgE (anenbcuH, 6aHaH,
96/10K0, NEPCUK - CyMMapHO)

2525

B03.002.004.025

MaHenb nuwwesbix annepreHoB Ne24 IgE (cpbyHAYK, KpEBETKM,
K1BW, 6aHaH - CyMMapHO)

2525

B03.002.004.026

MaHenb nuwesbix annepreHoB Ne25 IgE (cemeHa KyHXyTa,
nekapckue APOXOKU, YECHOK, Cefbepelt - CyMMapHO)

2525

B03.002.004.027

MaHenb nuwesbix annepreHoB Ne26 IgE (AnM4HbIn 6enok,
MO/I0KO, apaxwuc, ropymua - CyMMapHo)

2525

B03.002.004.028

MaHenb nuwesbix annepreHoB Ne50 IgE (kmBKM, MaHro,
6aHaHbl, aHaHac - CyMMapHO)

2525

B03.002.004.029

MaHenb nuwesbix annepreHos Ne51 IgE (nomungop,
KapTochesib, MOPKOBb, YECHOK, ropunLa - CyMMapHO)

2525

B03.002.004.030

MaHenb nuwesbix annepreHoB Ne73 IgE (CBMHMHA, KypuHOe
MSICO, roBSAMHA, 6apaHrHa - CyMMapHO)

2525

B03.002.004.098

MaHenb annepreHoB getckoit cmecu IgE ImmunoCAP, x5
(6enok siiua f1, monoko f2, pbiba f3, nwennya f4, apaxuc f13,
cosl f14 - cymmapHo)

11

1665

B03.002.004.097

Manenb annepreHos mopenpogykTsl IgE ImmunoCAP, fx2
(pbiba 3, kpeBeTkm f24, ronyban muams f37, TyHel, f40,
inococs f41 - cymmapHo)

11

1665

B03.002.004.099

MaHenb annepreHoB MyKa 3/1aK0BbIX U KyHXyTHble IgE
ImmunoCAP, fx3 (nwenuua 4, oBéc f7, Kykypy3a 8, KyHxyT
f10, rpeymxa f11 - cymmapHo)

11

1665

B03.002.004.100

MaHenb annepreHoB Myka 3/1akoBbIx IgE ImmunoCAP, fx20
(nwexunya f4, poxb 5, aumens 6, puc f9 - cymmapHo)

11

1665

B03.002.004.101

Manens annepreHos msaco IgE ImmunoCAP, fx73 (CBUHUHA
f26, roBsguHa f27, kypsatuHa f83 - cymmapHo)

11

1665

B03.002.004.102

MaHenb annepreHos ool 1 60608Bble IgE IMMunoCAP,
fx13 (ropox f12, chaconsb f15, mopkosb 31, kapTodens 35 -
CyMMapHO)

11

1665

B03.002.004.103

Manenb annepreHos osoLm IgE ImmunoCAP, fx14 (nomugop

f25, wnuHart f214, kanycta f216, nanpuka f218 - cymmapHo)

11

1665




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a

B03.002.004.104 Manens annepreHos opexu IgE ImmunoCAP, fx1 (apaxuc f13, 11 1665
chyHayk f17, 6pa3nnbekuii opex f18, muHgans 20, kokoc 36 -
CyMMapHO)

B03.002.004.105 Manenb anneprexos poi6a IgE IMmunoCAP, fx74 (Tpecka f3, 11 1665
cenbab 205, ckymbpusa f206, kambana f254 - cymmapHo)

B03.002.004.095 MaHenb annepreHoB pykTbl 1 6axyesble IgE IMmunoCAP, 11 1665
fx21 (kmBwu 184, apiHa f87, 6aHaH f92, nepcuk f95, aHaHac
f210 - cymmapHo)

B03.002.004.096 MaHenb annepreHos LUMTPycoBble 1 PPYKThI IGE IMmunoCAP, 11 1665
fx15 (anenbcuH 33, abnoko 49, 6aHaH f92, nepcumk f95 -
CyMMapHO)

B03.002.004.056 MaHenb nuwwesbix annepreHos Nel IgG (apaxuc, MUHAab, 1 2525
dhyHAYK, KOKOC, 6pasnIbCKuii Opex - CyMMapHo)

B03.002.004.057 MaHenb nuwesbIx annepreHoB Ne2 IgG (Tpecka, TyHeL, 1 2525
KpeBeTKU, JI0COCb, MUANK - CyMMapHO)

B03.002.004.058 MaHenb nuwesbix annepreHoB Ne3 IgG (NwWeHnYHasa Myka, 1 2525
0BCSIHAsA MyKa, KyKypy3Has Myka, CeMeHa KyHXyTa, rpeyHeBast
MyKa - CyMMapHO)

B03.002.004.059 MaHenb nuweBbIx annepreHoB Ne5 IgG (nyHbIn 6enok, 1 2525
MOJI0KO, TPecka, MIeHNYHas MyKa, apaxuc, coesble 6006bI -

B03.002.004.060 FIAMEABHMLeBLIX annepreHos Ne6 1gG (puc, cemena 1 2525
KYHXyTa, NeHNYHas MyKa, rpeyHeBas Myka, coesble 606b! -

B03.002.004.061 FYAMEARHMLLEBLIX annepreHoB Ne7 IgG (AnuHbIi Genok, puc, 1 2525
KOPOBbLE MOJIOKO, apaxmc, NeHNYHas Myka, coeBble 600blI -
CyMMapHO)

B03.002.004.062 MaHenb nuwesbix annepreHoB Nel3 IgG (3eneHblli FopoLuek, 1 2525
6esble 606bl, MOPKOBb, KapTohe b - CyMMapHO)

B03.002.004.063 MaHenb nuwesbix annepreHoB Nel5 IgG (anenbcuH, 6aHaH, 1 2525
16/10K0, NEPCUK - CyMMApHO)

B03.002.004.064 MaHenb nuwwesbix annepreHoB Ne24 IgG (hyHAYK, KpEBETKM, 1 2525
K1BW, 6aHaH - CyMMapHO)

B03.002.004.065 MaHenb nuwesbix annepreHoB Ne25 IgG (cemeHa KyHxyTa, 1 2525
nekapckue APOoXOKK1, YECHOK, Ceflbepeit - CyMMapHO)

B03.002.004.066 MaHenb nuwesbix annepreHoB Ne26 IgG (SM4HbIi 6enok, 1 2525
MOJI0KO, apaxwc,ropyumua - CyMMapHo)

B03.002.004.067 MaHenb nuwesbix annepreHoB Ne50 IgG (KMBMW, MaHro, 1 2525
6aHaHbl, aHaHac - CyMMapHO)

B03.002.004.068 MaHenb nuwesbix annepreHoB Ne51 IgG (nomugop, 1 2525
KapTohesib, MOPKOBb, YECHOK, ropyuLia - CyMMapHo)

B03.002.004.069 MaHenb nuwesbix annepreHoB Ne73 IgG (CBMHMHA, KypuHOe 1 2525
MSICO, roBsiAMHa, 6apaHnHa - CyMMapHO)

B03.002.004.117 FOX (Food Xplorer) IgG, 287 aHTureHoB (nuwieBas 3 25700
HenepeHoCUMOCTb)

B03.002.004.054 19G4 K nuweBbIM aniepreHam (NUweBasi HENePeHOCMMOCTb - 3 24 400
88 asinepreHoB/MUKCTOB)

A09.05.118.487 OBoMyKOouA Aua, anneprokomnoHeHT IgE (ImmunoCAP), 9 2755
f233 nGal d1

A09.05.118.484 KazewH, kKopoBbe MOJIOKO, a11eprokOMNOHeHT IgE 9 2 755
(ImmunoCAP), f78 nBos d8

A09.05.118.488 /n3oumm aiiua, anneprokomnoHeHT IgE (ImmunoCAP), k208 9 2755
nGal d4

A09.05.118.482 Anba-nakranb6yMnH, anneprokoMnoHeHT IgE 9 2755
(ImmunoCAP), f76 nBos d4

A09.05.118.483 BeTa-nakTornobynuH, anneprokomnoHeHT IgE (ImmunoCAP), 9 2755
f77 nBos d5

A09.05.118.486 OBasIbOYMWH fAliLa, anneprokoMnoHeHT IgE (ImmunoCAP), 9 2755
f232 nGal d2

A09.05.118.496 Cos (G. max), anneprokoMnoHeHT IgE (ImmunoCAP), f353 9 2755
rGly m4PR-10

A09.05.118.492 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f352 rAra h8 9 2755

A09.05.118.489 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f422 rAra hl 9 2755

A09.05.118.490 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f423 rAra h2 9 2755

A09.05.118.491 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f424 rAra h3 9 2755

A09.05.118.493 Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f427 rAra h9 9 2 755

A09.05.118.494 Kapn, anneprokomnoHeHT IgE (ImmunoCAP), f355 rCyp cl 9 2 755

A09.05.118.495 Owmera-5 MuaguH nweHnubl, anneprokoMnoHeHT IgE 9 2755
(ImmunoCAP), f416 rTri al9

A09.05.118.497 TPONOMNO3NH KPEBETOK, a/1/1€ProKOMMOHEHT IgE 9 2755
(ImmunoCAP), f351 rPen al

A09.05.118.499 Tpecka atnaHTUyeckas, asi/ieprokoMnoHeHT IgE 9 2755
(ImmunoCAP), f426 rGad c1

A09.05.118.519 I'peLkmnii opex, anneprokoMnoHeHT IgE (ImmunoCAP), f441 9 2755
rjug rl

A09.05.118.520 I'peLkmnii opex, anneprokoMnoHeHT IgE (ImmunoCAP), f442 9 2755
rJug r3

A09.05.118.521 Kewbto, anneprokoMnoHeHT IgE (ImmunoCAP), 443 rAna 03 9 2 755




a/NIepreHoB A1 CKPpUHUHIA aTonuu AN AeTeit ctaplue 4 net

W B3pOC/bIX)

Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a

A09.05.118.522 Mepcuk, anneprokomnoHeHT IgE (ImmunoCAP), f420 rPru p3 9 2755

A09.05.118.523 HA610K0, anneprokomnoHeHT IgE (ImmunoCAP), f435 rMal d3 9 2 755

A09.05.118.524 Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f447 rAra hé 9 2 755

A09.05.118.485 Bblunii CbIBOPOTOUHbI anbOyMWH, aneprokoMnoHeHT IgE 9 2755
(ImmunoCAP), e204 nBos d6 (BSA)

A09.05.118.525 [anakTo3a-anbpa-1,3-ranakrosa (a-Gal), anneprokoMnoHeHT 9 2755
IgE (ImmunoCAP), 0215

A09.05.118.498 KoHanibbyMuH siliua, anneprokoMnoHeHT IgE (ImmunoCAP), 9 2755
f323 nGal d3

B03.002.004.072 daaunaton geTckuii (cbanaHcMpoBaHHasi CMecb 11 3100
VNHT/IALMOHHBIX U NULLLEBLIX &/1/1EPreHoB /1A CKPUHMUHIa
aTonuu ansa aeteii oo 4 net)

B03.002.004.070 daanarton (cbanaHcMpoBaHHasA CMeCb UHIaIALMOHHbIX 11 3710

XUMUNKO-TOKCUKOJTOT'MYECKUE NCCJTIEJOBAHUA

D2/ 25-OH D3/ 1,25-OH D3/ 24,25-OH D3), BO>XX-MC

A09.05.261.001.001 L-kapHWUTWH CBO60AHDIN B KpoBU, BOXKX-MC 6 3540
B03.016.025.001.002 KoMniiekcHbI aHanm3 KpoBy Ha aMMHOKMCNOTbI (12 6 4 605
nokasareneii: AnaHuH, ApruHuH, AcnaparnHoBasi KUCnoTa,
LntpynnuH, FnytamuHoBas kucnota, MNvuuH, MeTUoHWH,
OpHUTUH, PeHnnanaHuH, TUpo3uH, Banuvx,
NeiunH/N30oneiiuyH), BAXXKX-MC
A09.05.263.001.001 L-kapHWUTWH 06LLMiA 1 CBOBOAHLIN B Pa30BOii NOpLUM MOUM, 6 5015
B3XXX-MC
B03.016.019.001.001 ALWIKapHUTYHBI B KpoBw (15 nokasarteneid) ans nuu ctaplie 8 3150
18 net, BOXXX-MC
B03.016.019.004 KoMnnekcHbI aHanm3 KpoBy Ha aMMHOKMCNOTHI (48 7 10 935
nokasareneii), BOXXX-MC
A12.06.060.015 ButamvH B12, akTV1BHbIA (X0/10TpaHcko6anammH) 1 2 305
A12.06.060.002 ButamuH A (petuHon), BXXX-MC 5 3150
A12.06.060.009 ButamuH B1 (TnamuH-nupodoocdat), BOXXX-MC 5 3150
A12.06.060.012 ButamuH B5 (naHToTeHoBas kucnota), BOXXKX-MC 5 3150
A12.06.060.003 ButamuH B6 (nupunaokcanb-5-cpocpar), BXX-MC 5 3150
A09.05.080 ButamuH B9 (dhonnesas kncnora) 1 1350
A12.06.060 ButamvH B12 (umaHokob6anaMuH) 1 1220
A12.06.060.004 ButamuH C (ackopbuHoBas kucnora), BOXXX-MC 5 2 960
A09.05.235 25-OH BuTtamuH D, XJ1A, cymMMapHbIii (Kanbuudepon) 1 2 505
A12.06.060.005 ButamuH E (anbdha-Tokodpepon) B kposu, BOXXX-MC 5 3150
A12.06.060.006 ButamuH K (onnnoxumHoH), BOXXX-MC 6 3215
A12.06.060.011 ButamuH B3 (HnaumH), BXXX-MC 6 3150
A12.06.060.010 ButamuH B2 (pnbochnasuH), BIXX-MC 6 3150
A12.06.060.016 ButamuH B7 (61oTuH), BOXXX-MC 5 3150
B03.016.017.003.001 MonunHeHackIWeHHbIe XMpHble kucnoTel (XKK) cemeiicTea 5 5785
Owmera-3: goko3arekcaeHoBas (DHA), aliko3aneHTaeHoBas
(EPA) - B Lle/IbHO KpoBU (MeMBpaHHbIi, MMMONPOTENAHbIA 1
CBOOGOAHO-XUPHOKUCNOTHbINV Nynbl). ButamuH E (anba-
Tokodheporn) B kposu, MXIBOXKX-MC
B03.016.017.001 MonunHeHackILWeHHbIe XnpHble kucnoTtbl (KK) cemeiicTea 5 5955
Omera-6: nuHonesas (LA), ramma-nuHoneHosas (GLA),
apaxugoHoBast (AA) KACNOTbI - B Lie/IbHOI KpoBHU
(MeM6paHHBbIiA, MMNoNpPoTenaHbI N cBO6OAHO-
A09.05.264.001.001 B AEEIMYEEY uhAeNCA (ouenka prcka BHe3anHOM 5 5910
cepAeyHol cMepTy, MHdapKTa Mruokapaa v Apyrux cepaeyHo-
cocyamucTbIx 3a6oneBaHuii), MX
B03.016.017.004 AHann3 Omera-3 XXUPHbIX KUC/IOT B CbIBOPOTKE KPOBU: 6 6 330
NMHONEeHoBas, aliko3aneHTaeHoBas, AOKO3aneHTaeHoBas,
[nokosarekcaeHoBasi, Omera-3 nHgekc, X
A09.05.221.002 1,25-gurngpokcuxonekansumndepon sutammd D3, BIXXX-MC 6 4 490
A09.05.235.002 25-rugpokcuaprokansumdgepon sutamvH D2, BaYXXX-MC 6 4 490
A09.05.235.003 25-rugpokcuxonekansumndepon sutamvH D3, BAXXX-MC 6 4 490
A09.05.235.004 25-OH BuTaMuH D, BAXXX MC, cymMapHblii (kanbumdpepon) 6 3685
A09.05.235.005 KoMnnekcHbI aHann3 KpoBY Ha BUTaMMHbI rpynnbl D (25-OH 6 9 205




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a

A09.05.035.005 deHobapoutan, MNX-MC 8 4150
A09.05.035.006 duHnencuH (kapbamasenuH, Terpeton), BOXXX-MC 5 4 150
A09.05.035.007 laMoTpuaxmHbl (namuktan), BOXKX-MC 5 4 150
A09.05.035.002 Banbnpoesas kucnota (1 ee nponssBogHble), BOXXX-MC 1 2130
A09.05.035.004 LinknocnopvH 8 3200
A09.05.035.008 NeseTupaueTam, BOXXX-MC 5 4 150
A09.05.035.033 BaHkomuumnH, BXXX-MC 6 3200
A09.05.035.010 Takponumyc 4 3200
A09.05.035.031 3seponumyc, BXXX-MC 6 3200
A09.05.035.009 Tonupamar (Tonamakc, TonanencuH, Topean), N’X-MC 6 4 150
A09.05.035.032 Cuponumyc, BXXX-MC 6 3200
[A09.05.229.001 [YrneBop-aecbnuuTHbI TpaHcheppyH (CDT), KPOBb 10 4100
A09.05.239.001 [ nyTatmoH-nepokcugasa B spurpouymTax 6 2625
B03.016.017.001.003 OkcuaaTuBHbINA cTpecc (7 nokasaTeneil): MasIOHOBBII 7 18 375

avanbperng, KosHaum Q10 o6wwmin (YOUXMHOH), BUTaMuH E

(anbcha-Tokodpepon), BuTamuH C, BuTamvH A, 6eTa-kapoTuH

(TpaHc-chopma), ryTaTMoH CBOGOAHBIV (BOCCTAHOB/EHHBII,

GSH) B kpoBu, BOXX
A09.05.192 ManoHoBbI gnanbaerng, BAXX 7 4275
A12.06.060.021 BeTa-kapoTuH (nposutamuH A), BaXKX 7 2 820
A09.05.259.001 nyTaTnoH cBO60AHbIN (BOCCTaHOBMEHHbI, GSH) B KpoBY, 7 4580

B3XX
A09.05.258 KoaH3um Q10 o6wmii (Y6UXMHOH) B KpoBK, BAXKX 7 4 385
B03.045.024.001.001 BucdeHon A, TpuknosaH, 4-HoHUNMEHON (TOKCUHBI 13 9 3215

nnacTMacc, rMrmeHnyYecknx CPeacTB, MOKOLLMX CPeACTB,

371EMEHTOB YNakoBK/ NPOAYKTOB NMUTaHUS) B pa30BOi MopLuu

moun, N’X-MC
A09.28.059.004.001 Ankorosib B Mode, M'X-MAJ, 6 2340
A09.05.211.002 CKPWHWHT B MOYe rpynn HapKoTuyecknx (kaHHabuomaos, 4 4430

KokavHa, MAMA (akcTasn), MeTafoHa, MmeTameTaMmHOB,

OnMnaToB) 1 NCUXOAKTUBHbIX BeLLLeCTB (ameTaMUHOB,

6apbuTypatos, 6€H3041a3eNNHOB, TPULMKINYECKNX

aHTUgenpeccaHTos), UXIA
A09.05.036.008.001 Onpegenexve asnkorons B kKposu, MNX 6 2 380
A09.01.007.002 BbIcokocneunduyHoe BbisIBNIEHNE B BOSIOCAX HAPKOTUYECKNX 8 13935

1 NCUXOAKTVBHbIX BELLLECTB C UX TOYHON naeHTudmkaumen,
A09.28.055.001.001 BXddfocneundmnuroe BbisBNEHNE B MOUYE HAPKOTUUYECKMX 8 4765

BellecTs, MAB, HAKOTWUHA, KOTUHMHA W &NTKOT0/1sA, C UX TOYHOM

naeHTudmkaumeis, F’X-MC
A09.01.007.001.003 HaTtpwuii B Bonocax, cnektpometpus (Na) 7 1375
A09.01.007.001.005 Kanuii B Bonocax, cnektpometpus (K) 7 1375
A09.01.007.001.006 Kanbuuii B Boniocax, cnektpometpus (Ca) 7 1375
A09.01.007.001.007 >Keneso B Bosiocax, cnekrpometpus (Fe) 7 1375
A09.01.007.001.004 MarHuii B Bosiocax, cnektpometpus (Mg) 7 1375
A09.01.020.001 LIMHK B Boslocax, cnekrpomeTpus (Zn) 7 1375
A09.01.019.001 Megp B Bonocax, cnekrpometpus (Cu) 7 1375
A09.01.007.001.002 /luTuii B BONocax, cnekrpometpus (Li) 7 1375
A09.01.011.001 Bop B Bonocax, cnekrpomeTpus (B) 6 1375
A09.01.012.001 ANIOMUHWIA B Boslocax, cnektpometpus (Al) 7 1375
A09.01.013.001 KpemHuii B Bosiocax, cnekrpomeTpust (Si) 7 1375
A09.01.014.001 TuTaH B Bonocax, cnekrpometpus (Ti) 7 1375
A09.01.015.001 Xpom B Bosiocax, cnektpometpus (Cr) 7 1375
A09.01.016.001 MapraHel, B Bosiocax, cnekrpomeTpus (Mn) 7 1375
A09.01.017.001 KobanbT B Bosiocax, cnekrpometpus (Co) 7 1375
A09.01.018.001 Hukenb B Bosiocax, cnekrpometpus (Ni) 7 1375
A09.01.021.001 MbILWbSK B BO/IOCaX, cnekrpomeTpusi (As) 7 1375
A09.01.022.001 CernieH B Bosiocax, cnekTpomeTpus (Se) 7 1375
A09.01.023.001 MonunbaeH B Bosiocax, cnektpometpus (Mo) 7 1375
A09.01.024.001 Kagmwuii B Bonocax, cnektpometpus (Cd) 7 1375
A09.01.025.001 CypbMa B Bosiocax, cnekrpomeTpus (Sh) 7 1375
A09.01.026.001 PTyTb B Boniocax, cnekrpometpus (Hg) 7 1375
A09.01.027.001 CBWuHeL, B Bosiocax, cnekrpometpus (Pb) 7 1375
A09.01.007.001.001 KoMnnekcHbI aHanmM3 BOI0C Ha HaIMUme TSHKENbIX MeTas/ioB 7 5805

1 MVKpoanemeHToB 23 nokasartens (Li, B, Na, Mg, Al, Si, K,
Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg,
Pb), cnektpomeTpus




1 MVKpoanemeHToB 23 nokasartens (Li, B, Na, Mg, Al, Si, K,
Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg,
Pb), cnektpomeTpus

Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
LHU a

A09.28.060.003 Hatpwii B pa3oBoii nopuun mouu, cnektpometpus (Na) 7 1375
A09.28.060.005 Kanuii B pa3oBoit nopuumn Moun, cnektpometpus (K) 7 1375
A09.28.060.006 Kanbumii B pa3oBoil nopuumn Mo4uun, cnektpomeTpus (Ca) 7 1375
A09.28.060.007 >Keneso B pa3oBoii nopumm mouu, cnektpomeTpus (Fe) 7 1375
A09.28.060.004 MarHuii B pa3oBoi nopuum Mouu, cnektpomeTtpus (Mg) 7 1375
A09.28.079.001 LIMHK B pa3oBoii NopLuv Mouun, cnektpomeTpus (Zn) 7 1375
A09.28.078.001 Mefb, cyTouHas akckpeumsi, cnektpomeTtpus (Cu) 7 1375
A09.28.060.008 /IuTuii B pa3oBoii nopumm mouu, cnektpometpus (Li) 7 1375
A09.28.070.001 Bop B pa3oBoii nopumn Mouu, cnektpomeTpus (B) 6 1375
A09.28.071.001 ATIOMWHWIA B pa30BOWi mopumm Moy, cnektTpometpus (Al) 7 1375
A09.28.072.001 KpemHwuii B pa3oBoii nopumn Mouum, cnektpomeTpust (Si) 7 1375
A09.28.073.001 TvTaH B pa3oBoii nopLuy Mouu, cnektpomeTpus (Ti) 7 1375
A09.28.074.001 Xpom B pa3oBoit nopumn Moyu, cnektpometpusi (Cr) 7 1375
A09.28.075.001 MapraHel, B pa3oBoii nopumu Moyu, cnekrpomeTpusi (Mn) 7 1375
A09.28.076.001 Ko6asibT B pa3oBoii nopuuy mouu, cnekrpometpus (Co) 7 1375
A09.28.077.001 Hukenb B pa3oBoii nopumm moun, cnektpometpus (Ni) 7 1375
A09.28.080.001 MblLWbSK B pa30BOi NOPLMX MOYM, cnekTpomeTpust (As) 7 1375
A09.28.081.001 CenieH B pa3oBoii NopLuy Mo4u, cnektpomeTpus (Se) 7 1375
A09.28.082.001 MonnbaeH B pa3oBoii nopuum Moy, cnektpomeTtpust (Mo) 7 1375
A09.28.083.001 Kagmwuii B pasoBoii nopumm mouu, cnektpomeTpusi (Cd) 7 1375
A09.28.084.001 CypbMa B pa3oBoii mopuum Moun, cnekTpomeTpus (Sh) 7 1375
A09.28.085.001 PTyTb B pa3oBoii nopuun mouu, cnektpometpus (Hg) 7 1375
A09.28.061.001 CByHel, B pa3oBoii nopuuun Mouu, cnektpomeTpusi (Pb) 8 1375
A09.28.065 Vioa B pa3oBoii nopuuu moun, cnektpometpus (1) 7 1760
A09.28.060.001.002 KoMMieKcHbIN aHann3 Ha Haimumne TSHKEbIX METa/II0B U1 6 5 805

MUKpoanemeHToB 23 nokasarens (Li, B, Na, Mg, Al, Si, K, Ca,

Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) B

pa30Boii NOPLMK MOYK, CNEKTPOMETPHSA
A09.05.242.010 Hatpwii B kpoBw, cnekTpomeTpust (Na) 6 1375
A09.05.242.012 Kanwii B kposw, cnektpomeTpust (K) 6 1375
A09.05.242.013 Kanbuuii B kpoBu, cnektpomeTpusi (Ca) 6 1375
A09.05.242.014 >Keneso B kposu, cnektpomeTpusi (Fe) 6 1375
A09.05.242.011 MarHuii B kposu, cnektpomeTpusi (Mg) 6 1375
A09.05.274.001 LIMHK B KpOBM, cnekTpomeTpus (Zn) 6 1375
A09.05.273.001 Megp B KpoBu, cnektpomeTpus (Cu) 6 1375
A09.05.265.001 Bop B KpoBu, cnekTpomeTpus (B) 6 1375
A09.05.266.001 AIOMUHWIA B KPOBM, cnekTpomeTpus (Al) 6 1375
A09.05.267.001 KpeMHwuii B KpoBK, cnekTpomeTpus (Si) 6 1375
A09.05.268.001 TuTaH B KpoBM, cnektpomeTpus (Ti) 6 1375
A09.05.269.001 Xpom B kpoBu, cnektpomeTpusi (Cr) 6 1375
A09.05.270.001 MapraHel, B KpoBu, cnektpomeTpus (Mn) 6 1375
A09.05.271.001 Ko6anbT B kpoBu, cnektpomeTpust (Co) 6 1375
A09.05.272.001 Hukenb B Kposu, cnektpometpus (Ni) 6 1375
A09.05.275.001 MbIWbSK B KpOBK, cnekTpomeTpus (As) 6 1375
A09.05.276.001 CersieH B KpoBM, cniekTpomeTpust (Se) 6 1375
A09.05.277.001 MonunbaeH B kposu, cnektpomeTpusi (Mo) 6 1375
A09.05.278.001 Kagmuii B kposu, cnektpomeTpust (Cd) 6 1375
A09.05.279.001 CypbMa B KpoBU, cnektpomeTtpus (Sh) 6 1375
A09.05.280.001 PTyTb B KpoBM, cnektpomeTpusi (Hg) 6 1375
A09.05.281.001 CBuHeL, B kpoBw, cnektpomeTpus (Pb) 6 1375
A09.05.117.001 Vop B kposw, cnektpomeTpus (1) 6 1375
A09.05.086.001 SnTnii B Kposwm (Li), cnekTpomeTpus (BkIoUas nuTui 6 1375

TepaneBTUYECKuit)
A09.05.242.009 KOMNAEKCHBI aHaNn3 KPOBU Ha HA/IMYME TSXENbIX METas/10B 7 5805

MOJEKYNAPHO-TrEHETUYECKUE UCCJ/IEAOBAHUA

peLenTopbl U (hePMEHTLI MeTaboIM3Ma BUTaMuHa D

A27.30.495 VccnepoBaHmne nonMopun3MoB B reHax, KOAUPYHLLMX 11 14 375
peLenTopbl 1 hepMeHTbl METa60/IM3Ma NOI0BbIX TOPMOHOB

A27.30.498 eHeTnyeckan npeapacnosioKEeHHOCTb K HapyLLEHWIO 13 12 590
ChYHKLMM LLIMTOBUAHOM Xenesbl

A27.05.025.002 ViccnepgoBaHne NoNMMopU3MoB B reHax, KoAMpYHOLLMX 15 13 625
peLenTopbl 1 hepMeHTbl MeTaboIM3mMa CTePOUHbIX

A27.30.494 IpRifBaHe NoNMMOpPgIM3MOB B reHax, BAVSIIOLMX Ha 18 27 080
3PP eKTUBHOCTb AETOKCUKALMN KCEHOONOTUKOB
(paclumpeHHasi naHesnb)

A27.30.499 'eHeTuyeckoe uccnegoBaHne apPEKTUBHOCTU AETOKCMKALMN 11 12 330
MeTab0/IMTOB 3CTPOreHOB (paclLuMpeHHast naHesb)

A27.30.496 ViccnepoBaHune nonnMMopu3MoB B reHax, KOAUPYHLLMX 11 16 100
peuenTopbl 1 hepMeHTbI METa60/IM3Ma HelipoMeanaTopoB

A27.30.289.001 BbisiBNeHne HecnyyaiHoi HakTuBaumm (nainoHunsaumm) X- 11 13 390
XPOMOCOMbI Y XEHLUMH (AnarHoctuka 6ecnnoaus)

A09.05.255.001 eHeTnyeckan AnarHoCTMKa K1eTOYHOro cTapeHns 11 8 980
(M3mMepeHne 4/IMHbI Tenlomep)

A27.30.497 WccneposaHne nonmMmoprnsmMoB B reHax, KogupyoLmx 11 5060
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B03.032.003.001 F'eHeTUYeckuii TECT Ha N1aKTO3HYH HenepeHocMmocTb: MCM6: 5 1 500
-13910 T>C

A27.30.015 narHoctuka cuHgpoma Xunbbepa (Mytaumsa reHa UGT1) 5 4 255

A27.30.140 CUHAPOM /TIOMKOI X XpOMOCOMBI (OnpefeneHne uncna 11 6 760
nostopos CGG B reHe FMR1)

B03.014.002.001 [lnarHocTuka cemeliHoii cpefn3eMHOMOPCKO nxopaakm 11 10 415
(nepunognyeckasn 6onesHb, reH MEFV).

A27.05.025.001 'eH aHgporeHoBoro peuentopa (AR), uncno CAG-noBTOpoB 11 4 815

A27.30.121 MarHocTmka npu XXnposoi 6one3Hn nedeHn (reH PNPLA3) 11 4 485

A27.05.002.006 OnpegeneHvie MmyTauum B reHe npotpoméuHa Thri65Met 12 2 150

B03.005.017.002 'eHeTnyeckasn gnarHocTmka 6eTa-TaniaccemMmm un 11 13 240
remornobuHonaTuii (Mytauum B reHe HBB)

A27.05.035 eHeTuyeckas gnarHocTrka peHnnkeToHypun (reH PAH) 12 21425

A09.05.035.043 OueHKa prcka TOKCUYHOCTU MPK Tepanuu ctatuHaMmu 11 9 800
(cMmBacTaTVH, loBacTaTVH, aTopBacTaTuH, NUTaBacTaTuH,
npaBacTaTuH, po3yBacTaTuH, dhlyBacTaTuH)

A27.05.002.002 FeHeTnYecKknin puck HapyLueHuiA cucTeMbl cBepTbiBaHus (F2, 5 5410
F5, F7, FGB, F13Al, SERPINEL, ITGA2, ITGB3 - 8 Touek)

A27.05.003.001 eHeTnyeckne gedekTbl pepMeHTOB D0aTHOTO LnKNa 5 5275
(MTHFR, MTR, MTRR - 4 TOYKW)

A27.20.001.006 [eHeTNYeCKNn PUCK OC/TOXKHEHWIA GEPEMEHHOCTM 1 NATOIOrMK 5 10 410
nnoga, 12 nokasarenei

A27.05.040.008 [eHeTMYeCcKnin puck pasBmUTHS paka MOIOUHON Xenesbl U paka 5 3500
anyHnkoB (BRCAL, BRCAZ - 8 nokasarteneit)

A27.30.116 ['eHeTnyeckasn npeapacnonoXeHHOCTb K rmnepToHmn, 9 5 5970
nokasarenei

A27.30.122 MpeanbHblil Bec. Aneta n ontHec, 5 nokasatenei (BeHo3Has 10 14 055
KPOBb; reHeTn4Yeckme PakTopbl UHANBUAYaIIbHBIX
0cobeHHOCTell 06MeHa BELLECTB)

A27.30.123 Bbi6epu cnopT. CKOpOCTb, CWAa, BbIHOCNBOCTbL (BEHO3HAsA 10 14 055
KPOBb; reHeTnyeckas NpeApacnosioOXeHHOCTb K 3aHATUAM
pasniMuHbIMK BUgaMKU cropTa)

A27.05.002.001 eHeTnyeckas npeapacnosioXeHHOCTb K 601e3Hn 21 5262
AnbLrelimepa (BeHo3Has kposb; APOE E2/E3/E4)

A27.30.057.002 'eH peuenTopa BuTamuHa D, nonumopdnsm 283 A>G (Bsml) 8 1 850

A27.05.034.001 [eHeTUYeckasi AnarHocTMKa CNMHa/IbHOW MblLLEeYHO 11 5970
atpodun (SMN1, SMN2)

A27.05.024.004 F'eHognarHoCTuka BpOXAEHHON rmnepniasum HagnoyYeyHNKoB 12 12 615
(nccneposanne 15 mytauuii B reHe CYP21A2 ¢ yyeToMm
n3MeHeHus B ncesgoreHe CYP21P)

A27.05.045.002 OueHka BnusHUs reHos CYP2D6 n CYP2C19 Ha meTabonnam 11 8 080
AHTVLENPecCcaHToB MHIMMBUTOPOB OOPATHOTO 3axBaTa
CepOoTOHUHA/HOpaApeHasIHa — acuuTasionpam, uurasonpam,
cepTpasIvH, (PIOBOKCAMUH, NAPOKCETUH, BEHNaakCuH

A27.05.009.001 FEIBARArHoCTMKa naTonorm nedenn (OLeHKa MyTaumii B 11 8510
reHax: HFE, ATP7B, PiZ/S A1AT n PNPLA3)

A27.05.040.002 Onpegenexnne mytaumii B reHax: BRCAL (11 myTaumit), 11 7 900
BRCAZ2 (3 myTauun), PALB2 (1 mytauus), CHEK2 (4
myTauuu), NBN (1 myTauus), BeHO3Has KpoBb

A27.30.118 KomnnekcHasi reHeTuyeckas guarHoctvka cuHgpoma 12 8 685
nonmkmcTo3a anydHmkos (CMNKA), 6 nokasatenei

A27.30.113 F'eHoguarHocTuka 60ne3Hn MeHTUHIToHa (oueHKa ymcna 11 5310
CAG-noBTOpOB B reHe HTT)

A27.05.036.001 Anartoctmka CFTR-accouMnpoBaHHbIX 3a60/1eBaHuii: 11 16 370
6ecnnogve, naHkpeaTuT, MyKkoBuCLMA03 (38 abeppauuii reHa
CFTR)

B03.032.003.002 PaclimpeHHas gnarHocTuka naktasHol HefoCcTaToO4YHOCTM 11 2 850
(MCM6: 13910 C>T, 13907 C>G, 13915 T>G,14010 G>C)

B03.005.017.001 'eHeTUyeckas guarHocTvka asnba-Tanaccemmmn (MyTauum B 11 13 240
reHe HBA)

A27.30.119 FeHeTUyeckas gnarHocTvkKa NepBUYHON SUYHMKOBO 11 6 760
HepgocTaTtoyHocTu (reH FMR1)

B03.057.002.001 ['eHeTUyeckas guarHocTvka HacneACTBEHHON hopMbl 11 4380
naHkpeatuta (reHsl PRSS1, SPINK1)

A27.30.214 PaclwmpeHHas reHogmarHocTvka cuHapoma Xunbbepa (TA- 11 7235
noBTOPbI 1 3aMeHbl P.G71R, p.P229Q B reHe UGT1A1)

B03.019.011.002 F'eHoguarHocTuka 6one3Hn BunbcoHa-KoHoBanosa (aHanm3 11 11 440
MyTauuii reHa ATP7B)

A27.05.045.001 'eHeTnYeckn o6ycnoBneHHas YyBCTBUTENbHOCTb K 3 4820
BapdapuHy (VKORC1, CYP2C9, CYP4F2 - 4 Touku)

A27.05.022.001 BbisiBNneHvne Mukpogeneuuii B oaktope asoocnepmun AZF 8 6170
(nokycsbl A, B, C)

A27.30.141 [eHeTuYecKast AnarHocTvka HaceACTBEHHO 12 10 875
runepxonectepmHeMun (reHsl LDLR, PCSK9, APOB100)

A27.30.142 [eHeTuYecKast anarHocTrka ceMeliHow 12 13 495
runepxonectepmHeMun (6 ak3oHoB reHa PCSK9)

A27.05.033.001 FeHeTWuecKas fuarHocTuka HacneACTBEHHON 11 7740

HelipoceHCopHOI TyroyxocTu (reHbl GJB2, GJB3, GJBS6,

POU3F4, WFST)
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A27.30.215 KomniekcHas reHoAuMarHoCcT1ka HefjocTaTo4yHOCTY NpoTenHa 12 11 085
C, npoTenHa S n aHTuTpom6mHa lll npu Tpombodnnnm
(4acTble nonumopdgmnamel B reHax PROC, PROS1,

A27.30.483 SROMANYr Ha HacneaCcTBeHHbIe 3a60/1eBaHNA NPy 12 6 695
niaHupoBaHNn 6epeMeHHOCTM (TeTepo3nroTHoe
HOCWTENbCTBO Yy poauTenein Mmytaumii B reHax GJB2, SMN1,

A27.30.484 FéNbAmaridtTHKa ocTpoii nepemexatolLelica nopcupun (reH 12 13075
HMBS)

B03.019.021.001 eHognarHoCT1Ka BpOXAEeHHOro aHMMOHEBPOTUYECKOTO oTeka 12 31865
(reH SERPING1)

A27.30.480 'eHoguarHocTnka 60KOBOro aMMOTPOUYECKOTO CKlepo3a 12 9 365
(reH SOD1)

A27.05.032.001 [eHoAMarHoCTMKa MbllLEYHON AMcTpodmn JoleHHa 12 9 500
Bekkepa (aeneuun/gynnvkaumm ak3oHoB 1-79 B rene DMD)

A27.30.481 leHoguarHoctuka 6onesHu Lapko-Mapu-Tyta 1A n 12 20 220
HacneACTBEHHON HeliponaTuy ¢ NOABEPXEHHOCTLIO Napannvy
0T caaBneHuns (reH PMP22)

A27.30.482 leHoamarHocTuka 6051e3HM MNapkUHCOHA (KONMYeCcTBO Konui 12 11155
reHoB PARK n ATP13A2, mytaumu B reHax SNCA n LRRK2)

A27.30.217 leHoguarHocTtuka 1, 2A, 2B, 2M, 2N, 3 Tunos 601e3Hu oH 12 10 215
Bunne6bpaHaa (18-21 n 28 3k30HbI reHa VWF)

A27.30.216 leHoAMarHocTMka TpPOM60TUYECKO TPOMOOLMTONEHNYECKOI 12 11 420
nypnypbl (reH ADAMTS13)

A27.05.002.003 MakeT «OK!» (oueHka pucka Tpombo3a npu npuéme OK n 5 2545
'3T), 2 nokasarens

A27.05.002.005 MakeT «OHkoPuckn» (BRCA1/2, chonaTHbIin uukn), 12 5 6 500
nokasarenei

A27.05.002.004 MakeT «P1CKM BO3HNKHOBEHWSA CepeyYHO-COCYANCTbIX 5 10 655
3a601eBaHuii» (PUCK HapYLUEeHWsI CBEPTLIBAHNS KPOBY U
runepToHuu, cponaTHsbli Lukn), 21 nokasaTenb

A27.05.010.002 FemoxpomaTtos, onpegenexve mytauuin (HFE: 187C>G 5 3505
(rs1799945) HFE: 845G>A (rs1800562))

A27.30.120 Onpepenexne SNP B reHe IL 28B yenoseka (IL28B: C>T 5 1775
(rs12979860) IL28B: T>G (rs8099917))

A12.05.010.002 PaclwmpeHHoe reHoTunuposaHne HLA-B27 (6one3Hb 12 5390
BexTtepesa)

A27.05.041.009 eHoTunuposaHne HLA-Cw6 npu ncopuase 11 4 260

A12.05.010.001 AHTUTEH cucTeMbl rmctocoemectumoctt HLA B51 11 3255

A27.05.041.005 AHTUreHbl cUCTEeMbI rnctocoBMecTumocTu HLA |l knacc: nokyc 9 3370
DRB1

A27.05.041.006 AHTUreHbl cucTeMbl rnctocoBMmectTumocTu HLA Il knacc: nokyc 9 3370
DQA1

A27.05.041.007 AHTUrEHbl cUcTeMbl rnctocoBMectTumocTn HLA |l knacc: nokyc 9 3370
DQB1

A27.05.041.001 AHTUTEH cUCTEMbI rTMcTocoBMecTumocTn HLA B27 5 3550

A27.05.041.004 Komnnekc «FeHOTMNMpOBaHne Cynpy>eckol napbl no 9 12 755
aHTUreHam ructocoemectumocTut HLA Il knacca»

A27.05.041.008 TunuposaHve HLA DQ2/DQ8 npu uenvakum 9 8 315

A27.05.041.003 AHTUIEHbI CUCTEMbI TCTocoBMecTUMOCTH HLA Il knacc, 9 9 090
reHoTMnupoBaHue (nokycsl DRB1, DQAL, DQB1)

A12.05.013.066 KapuoTtunuposaHue (KONMYecTBEHHbIE U CTPYKTYPHbIE 14 9 385
aHOMaIMn XPOMOCOM) C choTorpadveli XxpoMoCcoMm

A08.30.029.003 Kapvotun ¢ abeppauuamu (Npy BO3AENCTBAN MyTareHHbIX 30 9 890
(haKTOPOB 1 OHKOreMaTo/1I0rMyeckmnx 3abonesaHunsx)

A08.30.029.004 KapuoTtunuposaHve (KONMYeCcTBEHHbIE U CTPYKTYPHbIE 14 9 090
aHOMasIn XpOMOCOM)

A27.20.001.002 HWMNT T21 (FeHomen): CKPUHMHT 21 XPOMOCOMbI, CUHAPOMA 14 17 000
[ayHa (nccnepoBaTesibCkuii 0THET)

A27.20.001.003 HWNT cTtaHgapTHas naHens (FTeHomepn): CKPUHUHT XpOMOCOM 14 24 200
13, 18, 21, moHocomusi/Tpucommst X, c-m KnaliHcpensTepa/c-m
Ako6ca (MccnepoBaTenibCkuii 0T4HET)

A27.20.001.029 HWNT pacwupeHHas naHenb (FeHomes): CKPUHUHT XPOMOCOM 14 35788
13,18, 21, X, Y, MuKpoZeneuunii y nnoga, HOCUTeIbCTBO
reHOB Hac/neACTBEHHbIX 3a601eBaHuUiA y matepun
(nccnepoBatenibCKuin 0THET)

A27.20.001.012 HWMNC First test 21 (First Genetics): CKPUHUHT XPOMOCOMbI 21 14 18 000
(MccnepoBaTenbCKuiA 0THET)

A27.20.001.014 HWMNC First test light (First Genetics): CKPUHUHI XPOMOCOM 14 22 500

13, 18, 21 (nccnepoBaTenbCkuid OTHET)
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A27.20.001.013 HWIMC First test medium (First Genetics): CKpUHUHT 14 23 250
XPOMOCOMbI 21; MOHOCOMUS/TPUCOMUA X; C-M
KnaliHcbenbTepa; c-m [xeikobca; XXYY

A27.20.001.015 A TESPG BERlics): ckpuHmuHT xpomocom 13, 18, 14 24 200
21; moHocomus /Tpucomus X; c-m KnaiiHdbenstepa; c-m
xeikobea; XXYY (nccnepoBatenibCkuin 0THET)

A27.20.001.026 HWMT 6a3oBas naHesb (FTeHomef): CKPUHUHI XPOMOCOM 13, 14 19 999
18, 21 (uccnepoBaTtenbCKuii OTHET)

A27.20.001.007 Onpegenexve nona nnoja (BbiABeHne pparmeHTos Y- 13 7578
XPOMOCOMBbI MN/104a Mo KPOBW Martepu)

A27.20.001.005 Onpegenexune pesyc-thaktopa nnoga (BbissieHve reHa RHD 14 9 367
naoga no KPoBM marepu)

A27.30.090.002 PML-RARA T1n ber 1-2 — t(15;17), kavecT. 11 3490

A27.30.090.004 PML-RARA T1n ber 1-2 — t(15;17), konuy. 11 3690

A27.30.090.003 PML-RARA T1n ber 3 — t(15;17), kayecT. 11 3490

A27.30.070.002 BCR-ABL p190 — (9;22), KayecT. 11 3490

A27.05.017.006 BCR-ABL p190 — 1(9;22), Kosuy. 11 3890

A27.30.153 AML1-ETO —(8;21), Kau. 11 6 435

A27.05.012.006 Onpegenexnve mytaummn V617F B 14 ak30He reHa Jak-2 11 2870
KMHa3bl, Kau.

A27.05.012.001 Onpegenexne mytaummn V617F B 14 ak30He reHa Jak-2 11 3445
KMHas3bl, KONNY.

A27.05.017.004 BCR-ABL p210 1(9;22) kon. (b2a2/b3a2 cymmapHo) 11 3690

A27.05.021.009 Onpegenexve mytaumm W515 B reHe MPL 11 6 225

A27.30.070.001 BCR-ABLp230 t(9;22), kon. 11 8 620

A27.05.017.005 BCR-ABLp210 t(9;22), kau. (b2a2/b3a2 cymmapHo) 11 3490

A27.05.021.010 Onpepenenve mytaumii 9 ak3oHa reHa CALR (del52, 11 6 225

A27.05.012.004 ORpEgefehne myTaumii (V617F B 14 3K30He reHa Jak-2 11 13020
knHasza, W515 B reHe MPL, 9 3k30Ha reHa CALR) npu
MuenonponudepaTBHbIX 3a6onesaHnax (MM3)

A27.05.061.038 Onpegenexne myTaumm B 12 3k30He reHa Jak-2 KuHasbl, kau. 12 5875

A12.05.013.003 XMA onyxoneBoli TkaHn, OHKOCKaH (onyxosieBast TKaHb; 54 59 999
paspeweHne ot 300000 nap HyKNeoTUA0B)

A08.18.003.002 DKnakocTHas 61Moncus: pak TONCTOW KMLLKM U MenlaHoMa 30 48 420
(BeHO3Has KpoBb; MyTauumn B reHax BRAF, KRAS, NRAS)

A27.05.040.001 Onpepgenexnne mytauwmii B reHax BRCAL, BRCA2, PALB2, 30 23 157
ATM, CHEK2 metogom NGS (BeHO3Has KpoBb UK
onyxosnesas TkaHb)

A27.30.179 MaHenb "XKeHckne HacneaCcTBEHHbIE Onyxonun" (BEHO3Has 54 21 052
KPOBb)

A27.30.180 MaHenb "HacneacTBEHHBIN pak MOIOYHOM xenesbl" 54 21052
(BEHO3HAs KPOBb)

A27.30.181 MaHenb "HacneacTBEHHBIN pak TONCTOM KULWKK" (BEHO3HAs 54 21 052
KpPOBb)

A27.30.206 OHkoKapTa, 57 reHoB (onyxosneBasi TKaHb) 30 44 209

A27.30.182 MaHenb "HacneacTBeHHbIE OMyxosieBble CUHAPOMbI" 100 36 841
(BEHO3Has KPOBb)

A27.30.007 Onpegenenve mytaunii B reHe NRAS (onyxosieBasi TKaHb) 11 8 420

A27.30.016.009 Onpegenexne mytaumii BRAF, KRAS, NRAS (onyxonesasi 11 11578
TKaHb)

A27.30.183 YKunagkoctHas 6uoncus, 57 reHoB (BEHO3Hasi KPOBb) 54 66 315

A27.30.207 OHkoKapTa, 60 reHoB (onyxosneBasi TKaHb) 30 67 367

A27.30.017.010 Onpegenexne TpaHcnokauuii reHa ALK, FISH (onyxonesasi 21 15788
TKaHb; 3aK/1toYeHne Bpaya - 1abopaTopHOro reHeTmka no
nccnefoBaTesibCkOMy OTHETY)

A27.30.018.003 Onpegenexne TpaHcnokauum reHa ROS1, FISH (onyxonesas 21 15788
TKaHb; 3aK/1loyeHne Bpaya - 1abopaTopHOro reHeTmka no
nccnefoBaTeslbCkOMy OTHETY)

A27.30.001.002 OnpegeneHune ctatyca MUKpocaTeInTHO HecTabunbHOCTH 6 43125
B OMyX0NeBOVi TKaHW BbICOKOYYBCTBUTE/IbHBIM METOL0M,

A27.05.062.001 @Mb@,qeneHme MyTauwii reHa EGFR B onyxoneBoii TkaHu 6 43 125
BbICOKOUYYBCTBUTE/IbHbIM MeTOA0M, Idylla

A27.30.008.003 Onpegenenne mytauuii reHa BRAF B onyxoneBoii TkaHu 6 35075
BbICOKOUYYBCTBUTE/IbHLIM MeToA0M, Idylla

A27.30.006.001 OnpegeneHve myTtaumii reHa KRAS B onyxoneBoii TkaHu 6 43 125
BbICOKOUYYBCTBUTE/IbHLIM MeTOA0M, Idylla

A27.30.016.003 KomnnekcHoe reHeTu4eckoe nccriefjoBaHne npu pake sierkmx, 6 115920
onpeneneHue mytauuii B reHax EGFR, KRAS, NRAS, BRAF
B OMyXO/1EBOI TKAHU BbICOKOUYYBCTBUTE/IbHLIM METOA0M,

A27.30.016.011 [eAnekchoe reneTnueckoe ncenefosaHue npu 6 115920
KOMIOpEKTa/IbHOM pake, onpefesieHve MyTaluii B reHax
KRAS, NRAS, BRAF 1 MSI B onyxonesoii TkaHu
BbICOKOYYBCTBUTE/IbHLIM MeTOA0M, Idylla

A27.30.016.005 Onpegenenvie myTauwii B reHax NRAS, BRAF B onyxoneBol 6 50 715
TKaHW BbICOKOYYBCTBUTE/IbHbIM MeTOAOM, Idylla

A27.30.016.007 Onpepenenve mytaumii B reHax KRAS, NRAS, BRAF B 6 79 695

OMyX0NeBOV TKaHW BbICOKOYYBCTBUTE/IbHLIM MeTogoM, Idylla




Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
AHUN ]

A27.30.008.004 Onpegenenune mytauun B reHe BRAF (V600), onyxonesas 11 11185

A27.30.016 T@peneneHme mytaumin B reHe EGFR, onyxonesas TkaHb 11 13 940

A27.30.006 OnpegeneHve mytaunii B reHe KRAS, onyxonesas TkaHb 11 11185

A27.30.016.001 OnpepfeneHve myTauwii B reHe EGFR, kpoBb (xnaxocTHas 21 24 841
6uoncus)

A27.30.001 OnpefeneHve MMKpocaTe/IMTHON HecTabunbHocTH, MSI 11 6 315
(onyxoneBas TKaHb; 3aK/IloueHne Bpaya - 1abopaTopHOro
reHeTVKa Mo uccnefoBaTesibCkoMy OTUHeTY)

A08.09.002.005 KnaxocTHas 6uoncus npu pake nerkoro, 6asosasi (BeHoO3Has 21 32631
KpoBb; MyTauun B reHax EGFR, KRAS, NRAS, BRAF)

A27.30.016.010 "Pak nerkux, 6azosas naHesnb" (onyxonesas TkaHb; MyTaLun 12 17578
B reHax EGFR, KRAS, NRAS, BRAF)

A27.30.178 MaHenb "dakoMaTtosbl 1 HacneACTBEHHbI pak” (BeHO3Has 100 36 841
KPOBb)

A27.05.061.023 CKPUHWHT Ha HOCUTE/NbCTBO HaC/eACTBEHHbIX 3a00/1€BaHWIA 17 7 367
"Ba3oBbIit" (TeHomepn)

A27.05.061.041 MonekynsipHo-reHeTMYeckoe uccienoBaHue npy ceMeiiHoi 32 28 500
runepxonectepmHemun (ressl LDLR, APOB, PCSK9,
LDLRAP1) metogom NGS

A27.05.061.015 MonHoe cekBeHnpoBaHve reHoma abopryca «PepTyc» 140 84 209
(BOPCUHbI XOpPMOHa/TKaHW N1oaa)

A27.05.061.016 CeKBeHMpOBaHe MUTOXOHAPUA/ILHOrO reHoMa (BeHo3Has 100 36 841
KPOBb)

A27.05.061.003 KnunHuyeckoe cekBeHMpoBaHve 3Kk30Ma (BEHO3Has KPOBb) 100 42 104

A27.05.061.002 lMonHoe cekBeHMpPOBaHMe 3k3oma (BEHO3Has KPOBb) 100 43 157

A27.05.061.001 MonHoe cekBeHnpoBaHne reHoma GenomeUNI (BeHO3Has 130 99 999
KPOBb)

A27.05.061.025 CKPVHWHT Ha HacneACcTBeHHble 3a6oneBaHmns, 2500 reHoB 100 33 600
(BEHO3HAS KPOBb)

A27.05.061.026 MaHenb "3aboneBaHns coegnHUTENbHON TKaHN" (BEHO3Has 100 36 841
KPOBb)

A27.05.061.027 MaHenb "HacneacteeHHas TyroyxocTb" (BEHO3HAs KPOBb) 100 36 841

A27.05.061.031 MaHenb "HacnepcTBeHHble 3a60neBaHus rnas” (BeHO3Has 100 36 841
KPOBb)

A27.05.061.035 MaHenb "HacnepcTBeHHble 3a60oneBaHuns XXKT" (BeHO3Has 100 36 841
KPOBb)

A27.05.061.032 MaHenb "HacnepcTBeHHble 3a60n1eBaHUs NoYvek” (BeHO3HasA 100 36 841
KPOBb)

A27.05.061.033 MaHenb "HacnepcTBeHHble 3a60neBaHuns cepaua” (BeHo3Has 100 36 841
KPOBb)

B03.006.004.002 MaHenb "HacnepcTBEHHbIE HApYLLIEHNS 06MeHa BelLecTs" 100 36 841
(BEHO3HAS KPOBb)

A27.05.061.034 "HacnefcTBeHHble HapyLLeHNs penpoayKTUBHOW cuctembl” 100 36 841
(BEHO3HAs KPOBb)

A27.05.061.014 MaHenb "HacneacTeeHHble anunencun” (BeHO3Has KPOoBb) 100 36 841

A27.05.061.028 MaHenb "HelipogereHepaTtmBHble 3a601eBaHNS" (BEHO3HAsA 100 36 841
KPOBb)

A27.05.061.030 MaHenb "HepBHO-MbIWeYHble 3a60n1eBaHmns" (BeHO3Has 100 36 841

A27.05.061.024 KpeBsuHbIA MMYHOAEULNT U HAC/IEACTBEHHBIE aHEMUM" 100 36 841
(BEHO3HAs KPOBb)

A27.05.061.029 MaHesnb "YMCTBEHHAs OTCTa/I0CTb M ayTu3M" (BEHO3Has 100 36 841

A27.30.218 RR)Bs)uHbIe AaHHbIe CeKBEHMpOoBaHNA B hopmate FASTQ 9 3357
(FeHomen)

A27.30.219 CKPUHVHT Ha HOCUTE/IbCTBO HAaC/1eACTBEHHbIX PeLeCCUBHbIX 42 37 270
3ab6onesaHuii Carrier Seq, 418 reHos, First Genetics

A27.05.061.036 NGS-naHenb Aytnam Genetico, nccnegoBaHue Konnyectsa 52 53 660
CGG nosTopoB B reHe FMR1, 6e3 Bblauu CbipbIX AaHHbIX

A27.30.478.012 MepBuYHbIE AaHHbIE CEKBEHMPOBaHUS B hopmaTte FASTQ 9 50
(FeHoTek)

A27.05.061.040 FeHom ®epTu - AnarHocTrKa reHeTUYecKUX NPpUYnH 140 78 946
6ecnoansa y MyX4uH 1 xeHWwuH (feHomepn)

A27.30.478.011 MepBuyHbIE AaHHbIe cekBeHpoBaHus B hopmate FASTQ 17 20 875
(Genetico)

A27.30.492 OHKOreHeTU4eckuii aHanus. MosHoe cekBeHMpoBaHMe 3K3oma 52 61 500
1 aHann3 NnaHenu "HacneacTBeHHsbI pak” (Jlabopatopust
reHoMVKN MPOroBCKOro YHMBEPCUTETA)

A27.30.493 MonHoe cekBeHMpoBaHMe 3Kk30Ma Ha OCHOBaHUU 52 64 735
HanpaBWTeNbHOrO AnarHosa (JlabopaTopusi reHOMUKK
MnporoBckoro yHuBepcuteTa)

A27.30.491 MpeKoHLEeNUMOHHbIA CKPUHUHT. MoIHOe cekBeHMpoBaHve 52 61 500
9K30Ma U onpefesieHne HoCUTe IbCTBa Hac/1eACTBEHHbIX
3a6oneBaHuii (JlTabopaTopusi reHoMuKM MNMPOroBCKoro
yHMBEpPCUTETA)

A27.05.061.037 Kapauo-naHenb Genetico, 6€3 BblAauu CbipbIX AaHHbIX 52 49 190

B03.006.004.001 NGS-naHenb bonesnn o6MeHa BelecTs Genetico, 6e3 52 49 190

Bblayn CblpbIX AaHHbIX




MeTogom FISH (3 30HAa)

Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
AHUN ]

B03.045.030.001 YcTaHOBMEHMe OTLOBCTBA - AyaT (25 Mapkepos), 14 22 215
(npegnonaraembiii oTel, pebeHok)

B03.045.030.003 YcTaHoB/eHMe OTLOBCTBA - TPMO (25 Mapkepos), 14 24 660
(npegnonaraembiii otew, pebeHok, buonornyeckas maTb)

B03.045.030.002 YcTaHOB/IeHWEe MaTePUHCTBA - AyaT (25 MapKepos), 14 22 215
(npegnonaraemas Matb, pebeHok)

B03.045.030.004 YcTaHOB/IeHWe MaTepuHCTBa - TpMo (25 mapkepos), 14 24 660
(npegnonaraemas matb, pebeHok, buonornyeckuin otew)

B03.045.038.001 YHMBepCalbHbIi TECT HA YyCTaHOB/IEHNE POACTBA: 16 20120
nenylika/6abyLlika - BHyK/BHyuKa, AA48/TeTS -
naeMAHHUK/NNEMSAHHULA, poaHble/CBOAHbIE BpaTbs/cecTpbl (2
yyacTHuKa, Ao 40 mapkepos JHK nam nonoBbix XpOMOCOM)

B03.045.038.004 [lononHUTENbHBIV yyacTHUK Ne 1 (pacyeT BEpOSTHOCTU 16 8 200
poacTsa, 25 Mapkepos)

B03.045.038.002 [lonoNHUTENbHBIV yyacTHUK Ne 2 (pacyeT BEpOSTHOCTU 16 8 200
poacTsa, 25 MapkepoBs)

B03.045.038.003 [lonoNHUTENbHBIV yyacTHUK Ne 3 (pacuyeT BEpOSTHOCTU 16 8 200
poacTsa, 25 Mapkepos)

B03.045.030.015 y6/MKaT 3aK/104eHNS - YCTaHOBNEHME poacTBa 7 425

A08.30.029.005 MonekynsipHoe kapuoTunmpoBaHve matepuasnia abopryca 18 13 157
(XPOMOCOMHBI MUKPOMATPUUHbIN aHanns, OnTuma)

A12.05.013.001 XMA - cTaHAapTHbI (BEHO3HAsA KPOBb, BOPCUHbI XOPUOHA; 54 21 052
paspelieHne ot 200000 nap HyKNeoTUA0B)

A12.05.013.067 XMA npeHaTa/bHbIii (AaMHUOTUYECKAS XINAKOCTL/BOPCUHBI 14 19 473
XOp1OHa/NynoBnHHas KpoBb ¢ SATA; BbisBEHNE
XPOMOCOMHOI NaTo/Iornn: aHeynaouauu, Aeneuum,

A12.05.013.002 X TAEARbro ypoBHs (BEHO3HAS KPOBb) 54 36 315

A12.05.013.070 LintoreHeTnyeckoe uccrefoBaHne KNeTok KOCTHOro mosra 10 16 790
meTogom FISH (1 30HA)

B03.019.001.005 LintoreHeTnyeckoe uccrefoBaHne KNeTok KOCTHOro mosra 10 33580
meTogom FISH (2 30HAa)

B03.019.001.006 LintoreHeTnyeckoe uccrefoBaHne KNeTok KOCTHOro mosra 10 50 370

MWKPOBNOJTOI MYECKUE NCCNIEAOBAHUA

4YyBCTBUTENNbHOCTU K aHTVIMVIKOTVIKaM)

A26.19.093.001 ViccnepoBaHme aHTUreHa KuweyHoi nanoukm E.coli O157:H7, 4 2470
NXTA

A26.19.090.001 AfeHoBMpYyC (06HapyxeHne aHTureHa B kane), UXIF'A 1 1240

A26.19.096.001 ViccnegoBaHve aHTureHa nambnuii (Giardia intestinalis) B 1 1240

A26.19.020 WitgiefoBaHne aHTUreHa xenukobaktepa (Helicobacter pylori) 1 1240
B Kase

A26.19.081.001 ViccnepoBaHue kana Ha ToKcuHbl knocTpuauii (Clostridium 1 3070
Difficile) An B

A26.19.089.001 PotaBupyc (06HapyxeHune aHTureHa B kane), UXrA 1 970

A26.28.010 AHTUreH nernoHennsl (Legionella pneumophila) B pa3oBoii 2 2 660
nopLmn mouu

A26.05.016.001.002 AncbakTepnos c onpeaeneHnem HYyBCTBUTENbHOCTM K 7 2490
aHTUGMOTMKaM U 6akTepuodharam

A26.05.016.001.001 AncbakTepunos c onpeaeneHnem YyBCTBUTEbHOCTM K 7 2235
6akTepuocharam

A26.19.080.001 MoceB Ha BO36yauTENEl KULLEYHON NHAeKLMm 8 1600
(CanlbMOHeN b, LWKrensbl) C onpeaeseHnem
4YyBCTBUTE/IbHOCTN K OCHOBHOMY CMEKTPY aHTMOMOTHKOB

A26.19.004.003 [MoceB Ha nepcuHUK ¢ onpegeneHemM YyBCTBUTENNLHOCTH K 14 1230
OCHOBHOMY CMeKTpy aHTMOMOTHNKOB

A26.05.001 loceB KpoBUW Ha CTePU/ILHOCTL C OnpeaesieHnem 10 2910
UYyBCTBUTE/IbHOCTU K aHTUOMOTUKaM (KauecTBEHHOoe
onpegeneHne HasIMuns MUKPOOPraHN3MOB)

A26.05.001.003 MoceB KPOBU Ha CTEPUIbHOCTb C aBTOMATNYECKOM 10 3585
aHTUGMOTMKOrpammoit Ha VITEK2

A26.25.004.001 Moces Ha rpubsl poga Acneprunnsl (Aspergillus spp.) 6e3 7 885
onpegeneHns YyBCTBUTENbHOCTU K aHTUMUKOTMKaM (Masku co
C/TIM3NCTON 0B0I0UKMN 1N KOXW, OTAENSIEMOE yXa, MOKPOTa)

A26.19.009.001 Moces Ha rpubsl poga kaHanga (Candida) c naeHTudmkaumei 8 1190
1 onpefeneHnem YyBCTBUTENbHOCTN K aHTMUKOTUYECKUM
npenaparam

A26.01.010.001 MoceB Ha rpmbbl (BO36yAMTENN MUKO30B) (6€3 onpeaeneHus 30 2195




Kog M3P® (n.804H)

HavumeHoBaHue ycnyru

Cpok,
KaneHg.
OHN

LleHa
PO3HUYHA
A

A26.21.004.001

MoceB Ha mykonnasmy v ypeannasmy (Mycoplasma hominis,
Ureaplasma species) ¢ onpegeneHmemM 4yBCTBUTENIbHOCTM K
AHTUOMOTMKaM

2 460

A26.09.010.008

MoceB Ha MuKpodphriopy oTaensiemoro JIOP-opraHos ¢
onpejeneHnem 4yBCTBUTE/IbHOCTU K OCHOBHOMY CMEKTPY
aHTMOMOTUKOB, B T.4. KaHAnAA

1705

A26.09.010.005

MoceB Ha MuKpodhriopy oTaensiemoro JIOP-opraHos ¢
onpejesieHnem YyBCTBUTE/IbHOCTU K PACLLUMPEHHOMY CMEeKTpyY
aHTMOMOTUKOB, B T.4. KaHAUA

2635

A26.09.010.006

MoceB Ha MuKpodhiopy oTaensiemoro JIOP-opraHos ¢
onpejeneHnem 4yBCTBUTENIbHOCTU K OCHOBHOMY CMEKTPY
aHTMOMOTMKOB M HakTeprodharam, B T.4. KaHAMAA

1860

A26.09.010.007

MoceB Ha MuKpodhiopy oTaensiemoro JIOP-opraHoBs ¢
onpejesieHnem YyBCTBUTE/IbHOCTU K PACLLUIMPEHHOMY CMEeKTpyY
aHTUMOMOTMKOB 1 HakTeprodharam, B T.4. KaHAMAA

2685

A26.14.002.001

MoceB. xenun Ha MUKPoch/Iopy C onpesenieHneM
YYBCTBUTE/IbHOCTU K paCLUMPEHHOMY CMEKTPY aHTUOMOTVKOB
1 6akTeprocharam

2735

A26.28.003.004

MoceB Mouu Ha MUKPO/IOPY C OnpeaesneHnem
YyBCTBUTE/ILHOCTU K OCHOBHOMY CMEKTPY aHTUBUOTHKOB, B
T.4. KaHAMAA

1560

A26.28.003.001

MoceB Mouu Ha MUKPO/IOPY C OnpesesneHnem
UyBCTBUTENBHOCTU K PaCLUMPEHHOMY CMeKTPY aHTMBUOTHIKOB,
B T.4. KaHanaa

2550

A26.28.003.002

MoceB Moun Ha MUKpPOhIopY C ONpPELENEHNEM
YYBCTBMTE/ILHOCTU K OCHOBHOMY CMEKTPY aHTMBUOTUKOB U
6akTepuocharam, B T.4. kKaHanAA

1790

A26.28.003.003

Moces Moun Ha MUKpodhiopy C onpefeneHmem
YYBCTBUTE/IbHOCTU K PaCLLUMPEHHOMY CMEKTPY aHTUOMOTUKOB
1 6akTepuodparam, B T.4. kaHanMaa

2685

A26.30.029.006

MoceB Ha MUKPOhIOpY OTAE/NSIEMOTO APYTVX OPraHoB U
TkaHell ¢ onpeaeneHnem YyBCTBUTENBHOCTY K OCHOBHOMY
CMeKTPY aHTUBMOTUKOB, B T.4. KaHAUAA

1630

A26.30.029.008

MoceB Ha MUKPOC/IOpY OTAE/NSIEMOTO APYTVX OPraHoB U
TKaHeli C onpeseneHnem YyBCTBUTENIbHOCTH K
pacLMpeHHOMY CMeKTpy aHTMBMOTUKOB, B T.4. KaHauaa

2600

A26.30.029.007

MoceB Ha MUKPOhIOpY OTAENSIEMOTO APYTVX OPraHoB U
TkaHell ¢ onpeaeneHnem YyBCTBUTENBHOCTY K OCHOBHOMY
CMeKTPY aHTUBMOTUKOB U GakTepuodharam, B T.4. KaHaMAA

1815

A26.30.029.009

MoceB Ha MUKPOIOpY OTAENSEMOrO APYTNX OPraHoB v
TKaHeli ¢ onpeaeneHnem YyBCTBUTENILHOCTY K
pacLUMpeHHOMY CNEekTpy aHTMGMOTHKOB U GakTepuodharam, B

2735

A26.09.010.001

OmiGHEREAGe nccnenosarne mokpoTbl (BAST): NoceB Ha
MUKPOChIOPY C ONpeesieHneM UyBCTBUTENILHOCTM K
OCHOBHOMY CMEKTPY aHTUBUOTMKOB U MUKPOCKOMUS Maska

2735

A26.09.010.002

KomnnekcHoe nccnegosaHne MokpoThl (BAJT): noces Ha
MUKpOYI0py C onpedenieHneM YyBCTBUTENbHOCTU K
(OCHOBHOMY CMEKTPY aHTMOMOTMKOB, 6akTeprodharam un

A26.09.010.003

2870

NUtROiENEE Vedkd nosarne mokpoTbl (BAN): NoceB Ha
MUKPOChIOPY C ONpeerieHneM UyBCTBUTENILHOCTM K
paCLUMPEHHOMY CNIEKTPY aHTUBUOTUKOB U MUKPOCKOMUS Maska

3005

A26.09.010.004

KomnnekcHoe nccnenoBaHne mokpoTsl (BAJT): noceB Ha
MUKpOhIopy C onpefeneHnem YyBCTBUTE/TbHOCTU K
paclMpeHHOMY CNeKTPpy aHTUBUOTUKOB, GakTepuodaram n
MUKPOCKOMUA Maska

3155

A26.21.014.011

MoceB Ha MUKPOM/IOPY OTAEISIEMOTO YPOTEHUTA/ILHOTO
TpaKTa My)X4uMHbI C ONpeAeeHneM YyBCTBUTEIbHOCTY K
OCHOBHOMY CMEKTPY aHTUBUOTMKOB, B T.4. KaHaMAa

1665

A26.21.014.006

MoceB Ha MUKPOM/IOPY OTAEISIEMOTO YPOTEHUTA/ILHOTO
TPaKTa My)X4uHbI C ONpeAeeHNeM YyBCTBUTENMbHOCTY K
pacLIMPEeHHOMY CMEKTpY aHTMBMOTUKOB, B T.4. KaHaMaa

2550

A26.21.014.007

MoceB Ha MUKPOIOPY OTAENSEMOrO YPOTreHUTaIbHOTO
TpakTa MyX4unHbI C ONpeAeneHneM YyBCTBUTENBHOCTY K
OCHOBHOMY CMEKTPY aHTUBUOTUKOB 1 GakTepuodaram, B T.4.

1815

A26.21.014.008

[FSERERRa MuKkpodbopy OTAENSEMOTO YPOreHUTANLHOTO
TpaKTa MyXUHbI C ONPeeSieHneM UyBCTBUTENLHOCTY K
pacLUMPEHHOMY CTIEKTPY aHTUBMOTUKOB U GakTepuotharam, B

2735

A26.21.014.010

kB Bikpochnopy oTaensieMoro yporeHuTaibHoro
TPAKTA KEHLLMHbI C ONPEAE/NIEHNEM YyBCTBATENLHOCTY K
OCHOBHOMY CMEKTPY aHTUBMOTIKOB, B T.4. KaHauaa

1665

A26.21.014.003

MoceB Ha MUKPOM/IOPY OTAEISIEMOTO YPOTEHUTA/ILHOTO
TPaKTa XEHLMHbI C ONpeAe/ieHNeM YyBCTBUTENTbHOCTY K
pacLIMPEeHHOMY CMEKTPY aHTMBMOTUKOB, B T.4. KaHaMaa

2600




cnekTpomeTpun (MCMM) no Ocunosy I.A.

Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHa. [ po3HU4YHa
AHUN ]

A26.21.014.004 MoceB Ha MUKPOGX/I0pY OTAENAEMOro YPOreHUTas/IbHOro 7 1815
TpaKTa XeHLLVHbI C onpejesnieHeM 4yBCTBUTE/TLHOCTY K
OCHOBHOMY CMEKTPY aHTMOMOTMKOB 1 HakTepuodharam, B T.4.

A26.21.014.005 [FStHEga MUKPOI0PY OTAENAEMOr0 YypOoreHMTaIbHoro 7 2735
TpaKTa XeHLLVHbI C onpejesnieHneM YyBCTBUTE/TLHOCTY K
pacLIMpeHHOMY CNEKTPY aHTUOUOTUKOB 1 6akTepuodharam, B

U, Kananaa

A26.05.044.003 MoceB Ha remodnnbHyto nanoyky (Haemophylus influenzae) 7 1175
C onpefienieHneM 4yBCTBUTE/IbLHOCTM K OCHOBHOMY CMEKTPY
aHTNONOTMKOB

A26.08.015.001 MoceB Ha NMOTreHHbI CTPENTOKOKK (Streptococcus pyogenes) 8 1575
C onpejenieHneM YyBCTBUTE/IbHOCTY K aHTUOMOTVKaM

A26.08.001.001 MoceB Ha audpTepuiiHyto nanoyky (Corynebacterium 8 1220
diphtheriae, BL)

A26.01.001.003 MoceB Ha 6eTa-reMonNTUUYECKNiA CTPENTOKOKK rpynnbl B (S. 5 1575
agalactiae) c onpefiefieHMeM 4yBCTBUTE/IbHOCTU K OCHOBHOMY
CNeKTpy aHTUONOTUKOB

A26.01.001.004 MoceB Ha 30/10TUCTLIN cTadhnnokokk (Staphylococcus aureus) 8 1325
C onpejefieHNeM YyBCTBUTE/IbHOCTY K aHTUOMOTVKaM

B03.016.016.002 [MoceB ¢ aBTOMATUYECKOW aHTMBUOTUKOTPaMMOii 1 4 2 505
naeHTudmkaumeli mukpoopraHuamos MALDI-TOF MS y geteii

B03.016.016.003 [MoceB ¢ aBTOMATUYECKOW aHTMONOTUKOTPaMMOii 1 4 2 505
naeHTudmkaumeli mnkpoopraHmamos MALDI-TOF MS

B03.016.016.001 OnpegenexHne MMKpoGMoLLeHo3a MEeTOA0M XpOMaTo-Macc- 6 6 200

XUMUKO-MUKPOCKOMNYECKUE NCCNNEAOBAHNA

A26.01.017.001 ViccnepgoBaHue cockoba Ha 3HTepobumos 1 620

A26.19.010.001.001 ViccnepoBaHue Kana Ha npocTeiwne n aiila reNbMUHTOB 2 1060
meTogom oboraueHns (PARASEP)

B03.016.010 O6wwit aHanu3 kana (konporpamma) 1 850

A26.19.011.002 ViccnegoBaHue Kana Ha npocTewnx, aiua relbM1MHTOB 1 870

A12.09.010.001 O6LLMIA aHaIM3 MOKPOTbI 1 655

B03.016.015 AHa/IM3 MOYM MO0 3UMHULIKOMY 1 675

B03.016.006 OBLMIA aHaIM3 MOYK 1 465

B03.016.014 AHa/IM3 MOYM N0 HevynnopeHko 1 540

B03.016.006.003 2-X CTakaHHasi npoba moun 1 585

B03.016.006.002 3-x cTakaHHasi npoba moun 1 675

A12.04.001.001 O6LWMii aHaIM3 CUHOBWA/IBHOW XUAKOCTH 1 935

A12.21.005.002 MuKpockonuyeckoe uccrefoBaHne cekpeTa npeacrarTesibHow 1 710
xesesbl B Move

A12.21.005.001 MuKpockonmyeckoe uccnefoBaHve cekpeTa npeacraresibHon 1 755
enesbl

A08.08.002.002 Mukpockonuyeckoe nccnefoBaHve Ha3aslbHOrO CekpeTa Ha 1 1150
303UHODUIBI

A26.01.018.005 Mwukpockonuyeckoe nccnegobarune Ha emogekc (Demodex) 1 620

A26.01.033.001 MuKpockonmueckoe nccnefoBaHe HorTeBbIX NIacTUHOK Ha 2 980
Ha/IMume NaToreHHbIX rPU60B, CKPUHMHT

A26.01.015.003 MuKpockonuyeckoe nccnefoBaHe COCKOB0B KOXM Ha 2 980
Ha/IMume NaToreHHbIX rPU60B, CKPUHMHT

A26.01.011.001 MuKpockonuyeckoe nccnefoBaHie BOsIOC Ha Hannume 2 980
naToreHHbIX FPUGOB, CKPUHMHT

A12.28.015 MuKpocKkonuyeckoe nccrefoBaHne oTAe/IAemMoro yperpsl 2 710

A12.19.006 MuKpOCKONMYeckoe ncciefoBaHne oTAeNSieMOoro NpsiMoit 2 710

A12.21.004.001 Kb CKONMUeCcKoe uccrefoBaHne Maska-otneyarka rosioBku 2 710
MoJ10BOTO Y/ieHa
KOMMN/IEKCHbIE TABOPATOPHbIE UCC/IEQOBAHUA



Kog M3P® (n.804H) HaumeHoBaHue ycnyru Cpok, LleHa
KaneHg. [po3HUYHa
AHU A
B03.058.007 VIHCYIMHOPE3NCTEHTHOCTb 1 1 300




	Общий

